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<210> 1 

<211> 5199 

<212> DNA 

<213> Homo sapiens 

<400> 1 

caaaagaatt ccgggtacgg cggctcgcga ggaagaatcc cgagcgggct ccgggacgga 60 
cagagaggcg ggcggggatg gtgtgcgggg ctgcggctcc tgcgtccctc ccagcggcgc 12 0 
gtgagcggca ctgatttgtc cctggggcgg cagcgcggac ccgcccggag atgaggcgtc 180 
gattagcaag gtaaaagtaa cagaaccatg gctcagtttc caacaccttt tggtggcagc 240 
ctggatatct gggccataac tgtagaggaa agagcgaagc atgatcagca gttccatagt 300 
ttaaagccaa tatctggatt cattactggt gatcaagcta gaaacttttt ttttcaatct 360 
gggttacctc aacctgtttt agcacagata tgggcactag ctgacatgaa taatgatgga 420 
agaatggatc aagtggagtt ttccatagct atgaaactta tcaaactgaa gctacaagga 480 
tatcagctac cctctgcact tccccctgtc atgaaacagc aaccagttgc tatttctagc 540 
gcaccagcat ttggtatggg aggtatcgcc agcatgccac cgcttacagc tgttgctcca 600 
gtgccaatgg gatccattcc agttgttgga atgtctccaa ccctagtatc ttctgttccc 660 
acagcagctg tgccccccct ggctaacggg gctccccctg ttatacaacc tctgcctgca 72 0 
tttgctcatc ctgcagccac attgccaaag agttcttcct ttagtagatc tggtccaggg 780 
tcacaactaa acactaaatt acaaaaggca cagtcatttg atgtggccag tgtcccacca 840 
gtggcagagt gggctgttcc tcagtcatca agactgaaat acaggcaatt attcaatagt 900 
catgacaaaa ctatgagtgg acacttaaca ggtccccaag caagaactat tcttatgcag 960 
tcaagtttac cacaggctca gctggcttca atatggaatc tttctgacat tgatcaagat 1020 
ggaaaactta cagcagagga atttatcctg gcaatgcacc tcattgatgt agctatgtct 1080 
ggccaaccac tgccacctgt cctgcctcca gaatacattc caccttcttt tagaagagtt 1140 
cgatctggca gtggtatatc tgtcataagc tcaacatctg tagatcagag gctaccagag 1200 
gaaccagttt tagaagatga acaacaacaa ttagaaaaga aattacctgt aacgtttgaa 1260 
gataagaagc gggagaactt tgaacgtggc aacctggaac tggagaaacg aaggcaagct 1320 
ctcctggaac agcagcgcaa ggagcaggag cgcctggccc agctggagcg ggcggagcag 13 80 
gagaggaagg agcgtgagcg ccaggagcaa gagcgcaaaa gacaactgga actggagaag 144 0 
caactggaaa agcagcggga gctagaacgg cagagagagg aggagaggag gaaagaaatt 1500 
gagaggcgag aggctgcaaa acgggaactt gaaaggcaac gacaacttga gtgggaacgg 1560 
aatcgaaggc aagaactact aaatcaaaga aacaaagaac aagaggacat agttgtactg 162 0 
aaagcaaaga aaaagacttt ggaatttgaa ttagaagctc taaatgataa aaagcatcaa 1680 
ctagaaggga aacttcaaga tatcagatgt cgattgacca cccaaaggca agaaattgag 1740 
agcacaaaca aatctagaga gttgagaatt gccgaaatca cccatctaca gcaacaatta 1800 
caggaatctc agcaaatgct tggaagactt attccagaaa aacagatact caatgaccaa 1860 



N 



ttaaaacaag ttcagcagaa cagtttgcac agagattcac ttgttacact taaaagagcc 192 0 
ttagaagcaa aagaactagc tcggcagcac ctacgagacc aactggatga agtggagaaa 198 0 
gaaactagat caaaactaca ggagattgat attttcaata atcagctgaa ggaactaaga 2040 
gaaatacaca ataagcaaca actccagaag caaaagtcca tggaggctga acgactgaaa 2100 
cagaaagaac aagaacgaaa gatcatagaa ttagaaaaac aaaaagaaga agcccaaaga 2160 
cgagctcagg aaagggacaa gcagtggctg gagcatgtgc agcaggagga cgagcatcag 2220 
agaccaagaa aactccacga agaggaaaaa ctgaaaaggg aggagagtgt caaaaagaag 22 8 0 
gatggcgagg aaaaaggcaa acaggaagca caagacaagc tgggtcggct tttccatcaa 2340 
caccaagaac cagctaagcc agctgtccag gcaccctggt ccactgcaga aaaaggtcca 2400 
cttaccattt ctgcacagga aaatgtaaaa gtggtgtatt accgggcact gtaccccttt 2460 
gaatccagaa gccatgatga aatcactatc cagccaggag acatagtcat ggtggatgaa 2520 
agccaaactg gagaacccgg ctggcttgga ggagaattaa aaggaaagac agggtggttc 2580 
cctgcaaact atgcagagaa aatcccagaa aatgaggttc ccgctccagt gaaaccagtg 2640 
actgattcaa catctgcccc tgcccccaaa ctggccttgc gtgagacccc cgcccctttg 2700 
gcagtaacct cttcagagcc ctccacgacc cctaataact gggccgactt cagctccacg 2760 
tggcccacca gcacgaatga gaaaccagaa acggataact gggatgcatg ggcagcccag 2 82 0 
ccctctctca ccgttccaag tgccggccag ttaaggcaga ggtccgcctt tactccagcc 2880 
acggccactg gctcctcccc gtctcctgtg ctaggccagg gtgaaaaggt ggaggggcta 2 94 0 
caagctcaag ccctatatcc ttggagagcc aaaaaagaca accacttaaa ttttaacaaa 3000 
aatgatgtca tcaccgtcct ggaacagcaa gacatgtggt ggtttggaga agttcaaggt 3060 
cagaagggtt ggttccccaa gtcttacgtg aaactcattt cagggcccat aaggaagtct 312 0 
acaagcatgg attctggttc ttcagagagt cctgctagtc taaagcgagt agcctctcca 3180 
gcagccaagc cggtcgtttc gggagaagaa attgcccagg ttattgcctc atacaccgcc 3240 
accggccccg agcagctcac tctcgcccct ggtcagctga ttttgatccg aaaaaagaac 3300 
ccaggtggat ggtgggaagg agagctgcaa gcacgtggga aaaagcgcca gataggctgg 33 60 
?5J ttcccagcta attatgtaaa gcttctaagc cctgggacga gcaaaatcac tccaacagag 3420 
Q ccacctaagt caacagcatt agcggcagtg tgccaggtga ttgggatgta cgactacacc 34 80 
y3 gcgcagaatg acgatgagct ggccttcaac aagggccaga tcatcaacgt cctcaacaag 3540 
gaggaccctg actggtggaa aggagaagtc aatggacaag tggggctctt' cccatccaat 3 600 
's* tatgtgaagc tgaccacaga catggaccca agccagcaat gaatcatatg ttgtccatcc 3660 
ccccctcagg cttgaaagtc ctcaaagaga cccactatcc catatcactg cccagaggga 3720 
tgatgggaga tgcagccttg atcatgtgac ttccagcatg atcacctact gccttctgag 3780 
tagaagaact cactgcagag cagtttacct cattttacct tagttgcatg tgatcgcaat 3840 
gtttgagtta ttacttgcag agataggagc aaaaattaca aaaacacaca gggtagtggg 3 900 
Q tccttttgtg gctttcctag ttactcaaat tgactttccc ccacctttgc acaggtgctt 3960 
FU tcaatagttt taaaattatt tttaaatata tattttagct ttttaataaa caaaataaat 4020 
p aaatgacttc tttgctattt tggttttgca aaaagaccca ctatcaagga atgctgcatg 4080 
tgctattaaa aattgttcca aatgtccata aatctgagac ttgatgtatt ttttcatttt 4140 
gtccagtgtt accaactaaa ttgctgcagt ttggggcttt tcccccttac catagaagtg 4200 
cagaggagtt cagtatctct gttttaaaga cgtatagaat gagcccaatt aaagcgaagg 4260 
tgattgtgct tgtttgtgtg tatcagctgt accttgttga gcatgtaata catcctgtac 4320 
ataagaaatt agttctttcc atggcaaagc tattaccttg tacgatgctc taatcatatt 4380 
gcatttaatt ttattttgca acagtgacct tgtagccaca tgagaaagca ctctgtgttt 4440 
ttgttcggtc tcagatttat ctggttgagt tggtgttttg tttggggttt ttaattttgc 4500 
gtgtttgcat agcataaaat cagtagacaa caccactgag gtcgttacga tcaacgatat 4560 
ccacagtctc tttttagtct ctgttacatg aagttttatt ccagttactt ttcatggaat 4620 
gacctatttt gaacaagtaa ttttcttgac aagaaagaat gtatagaagt ctccctgcaa 4680 
ttaatttcca atgtttacat tttttaacta ggactgtgga atttctacag attaatatga 4740 
aatggagctc atggtccgtt tgtgtgttag atatgctgta gctgaagccc tgtttgtctt 4800 
ttaaacacta gttggaagct ctcaataaaa atgcctgctg ctcacagcac agaaaatggg 4 860 
gcagggggag cctcaagcac aatctagctg tcctcctaaa gactctgtaa tgctcaatcc 4920 
ccttgcgttc tcccggcgct gtcgggaggc tgtgctggtg gtcgtgtaga ggtccttttc 4 980 
ctttcaaatg gtgcagagag agaggacctt tcctccttgt tcagttgcaa ttcagtattt 5040 
tcacggatat gaatgtaaaa tatataaata tataaacctg aggatttaac aaatgtaaaa 5100 
caaccttttg aattagttcc gagtatagat aattaaattt ttaaaacaaa agtaaaaaaa 5160 
aaaaaaaaaa aaaaaaaaaa aaaagtcgac gcggccgcg 5199 



<210> 2 
<211> 1143 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp lie Trp Ala 
15 10 15 

lie Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 

Lys Pro lie Ser Gly Phe lie Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 

Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin lie Trp Ala Leu 
50 55 60 

Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser lie 
65 70 75 80 

Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 

Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 
100 ' 105 110 

Pro Ala Phe Gly Met Gly Gly lie Ala Ser Met Pro Pro Leu Thr Ala 
115 120 125 

Val Ala Pro Val Pro Met Gly Ser lie Pro Val Val Gly Met Ser Pro 
130 135 140 

Thr Leu Val Ser Ser Val Pro Thr Ala Ala Val Pro Pro Leu Ala Asn 
145 150 155 160 

Gly Ala Pro Pro Val lie Gin Pro Leu Pro Ala Phe Ala His Pro Ala 
165 170 175 

Ala Thr Leu Pro Lys Ser Ser Ser Phe Ser Arg Ser Gly Pro Gly Ser 
180 185 190 

Gin Leu Asn Thr Lys Leu Gin Lys Ala Gin Ser Phe Asp Val Ala Ser 
195 200 205 

Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
210 215 220 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 
225 230 235 240 

Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
245 250 255 

Ala Gin Leu Ala Ser He Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
260 265 270 



Lys Leu Thr Ala Glu Glu Phe lie Leu Ala Met His Leu lie Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr lie 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly lie Ser Val lie 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 

Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 

Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 

Arg Gin Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala 
370 375 380 

Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 

Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 
405 410 415 

Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 

Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 

Gin Glu Asp lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
465 470 475 480 

Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

Gin Asp lie Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu lie Glu Ser 
500 505 510 

Thr Asn Lys Ser Arg Glu Leu Arg lie Ala Glu lie Thr His Leu Gin 
515 520 525 

Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu lie Pro Glu 
530 535 540 

Lys Gin lie Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 , 560 

His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
565 570 575 



Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu lie Asp lie Phe Asn Asn Gin Leu Lys 
595 600 605 

Glu Leu Arg Glu lie His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
625 630 635 640 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
645 650 655 

Asp Lys Gin Trp Leu Glu His Val Gin Gin Glu Asp Glu His Gin Arg 
660 665 670 

Pro Arg Lys Leu His Glu Glu Glu Lys Leu Lys Arg Glu Glu Ser Val 
675 680 685 

Lys Lys Lys Asp Gly Glu Glu Lys Gly Lys Gin Glu Ala Gin Asp Lys 
M 690 695 700 

SI Leu Gly Arg Leu Phe His Gin His Gin Glu Pro Ala Lys Pro Ala Val 

PJ 705 710 715 720 

d 

Gin Ala Pro Trp Ser Thr Ala Glu Lys Gly Pro Leu Thr lie Ser Ala 
y 725 730 735 

^ Gin Glu Asn Val Lys Val Val Tyr Tyr Arg Ala Leu Tyr Pro Phe Glu 
5 740 745 750 

q 

H Ser Arg Ser His Asp Glu lie Thr lie Gin Pro Gly Asp lie Val Met 
£3 755 760 765 

ru 

p Val Asp Glu Ser Gin Thr Gly Glu Pro Gly Trp Leu Gly Gly Glu Leu 
£4. 770 775 780 

Lys Gly Lys Thr Gly Trp Phe Pro Ala Asn Tyr Ala Glu Lys lie Pro 
785 790 795 800 

Glu Asn Glu Val Pro Ala Pro Val Lys Pro Val Thr Asp Ser Thr Ser 
805 810 815 

Ala Pro Ala Pro Lys Leu Ala Leu Arg Glu Thr Pro Ala Pro Leu Ala 
820 825 830 

Val Thr Ser Ser Glu Pro Ser Thr Thr Pro Asn Asn Trp Ala Asp Phe 
835 840 845 

Ser Ser Thr Trp Pro Thr Ser Thr Asn Glu Lys Pro Glu Thr Asp Asn 
850 855 860 



Trp Asp Ala Trp Ala Ala Gin Pro Ser Leu Thr Val Pro Ser Ala Gly 
865 870 875 880 



Gin Leu Arg Gin Arg Ser Ala Phe Thr Pro Ala Thr Ala Thr Gly Ser 
885 890 895 



Ser Pro Ser Pro Val Leu Gly Gin Gly Glu Lys Val Glu Gly Leu Gin 
900 905 910 

Ala Gin Ala Leu Tyr Pro Trp Arg Ala Lys Lys Asp Asn His Leu Asn 
915 920 925 

Phe Asn Lys Asn Asp Val lie Thr Val Leu Glu Gin Gin Asp Met Trp 
930 935 940 

Trp Phe Gly Glu Val Gin Gly Gin Lys Gly Trp Phe Pro Lys Ser Tyr 
945 950 955 960 

Val Lys Leu lie Ser Gly Pro lie Arg Lys Ser Thr Ser Met Asp Ser 
965 970 975 

Gly Ser Ser Glu Ser Pro Ala Ser Leu Lys Arg Val Ala Ser Pro Ala 
980 985 990 

Ala Lys Pro Val Val Ser Gly Glu Glu lie Ala Gin Val lie Ala Ser 
995 1000 1005 

Tyr Thr Ala Thr Gly Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu 
1010 1015 1020 

lie Leu lie Arg Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu 
1025 1030 1035 1040 

Gin Ala Arg Gly Lys Lys Arg Gin lie Gly Trp Phe Pro Ala Asn Tyr 
1045 1050 1055 

Val Lys Leu Leu Ser Pro Gly Thr Ser Lys lie Thr Pro Thr Glu Pro 
1060 1065 1070 

Pro Lys Ser Thr Ala Leu Ala Ala Val Cys Gin Val lie Gly Met Tyr 
1075 1080 1085 

Asp Tyr Thr Ala Gin Asn Asp Asp Glu Leu Ala Phe Asn Lys Gly Gin 
1090 1095 1100 

lie lie Asn Val Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu 
1105 1110 1115 1120 

Val Asn Gly Gin Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr 
1125 1130 1135 

Thr Asp Met Asp Pro Ser Gin 
1140 



<210> 3 

<211> 5458 

<212> DNA 

<213> Homo sapiens 



<400> 3 

gcacgagagg gagcgaagga ggtagagaag agtggaggcg ccaggggagg gagcgtagct 60 
tggttgctcc gtagtacggc ggctcgcgag gaagaatccc gagcgggctc cgggacggac 12 0 
agagaggcgg gcggggatgg tgtgcggggc tgcggctcct gcgtccctcc cagcggcgcg 18 0 
tgagcggcac tgatttgtcc ctggggcggc agcgcggacc cgcccggaga tgaggcgtcg 24 0 
attagcaagg taaaagtaac agaaccatgg ctcagtttcc aacacctttt ggtggcagcc 300 
tggatatctg ggccataact gtagaggaaa gagcgaagca tgatcagcag ttccatagtt 360 
taaagccaat atctggattc attactggtg atcaagctag aaactttttt tttcaatctg 42 0 
ggttacctca acctgtttta gcacagatat gggcactagc tgacatgaat aatgatggaa 480 
gaatggatca agtggagttt tccatagcta tgaaacttat caaactgaag ctacaaggat 54 0 
atcagctacc ctctgcactt ccccctgtca tgaaacagca accagttgct atttctagcg 600 
caccagcatt tggtatggga ggtatcgcca gcatgccacc gcttacagct gttgctccag 660 
tgccaatggg atccattcca gttgttggaa tgtctccaac cctagtatct tctgttccca 72 0 
cagcagctgt gccccccctg gctaacgggg ctccccctgt tatacaacct ctgcctgcat 780 
ttgctcatcc tgcagccaca ttgccaaaga gttcttcctt tagtagatct ggtccagggt 840 
cacaactaaa cactaaatta caaaaggcac agtcatttga tgtggccagt gtcccaccag 900 
tggcagagtg ggctgttcct cagtcatcaa gactgaaata caggcaatta ttcaatagtc 960 
atgacaaaac tatgagtgga cacttaacag gtccccaagc aagaactatt cttatgcagt 1020 
caagtttacc acaggctcag ctggcttcaa tatggaatct ttctgacatt gatcaagatg 1080 
gaaaacttac agcagaggaa tttatcctgg caatgcacct cattgatgta gctatgtctg 1140 
gccaaccact gccacctgtc ctgcctccag aatacattcc accttctttt agaagagttc 1200 
gatctggcag tggtatatct gtcataagct caacatctgt agatcagagg ctaccagagg 1260 
M aaccagtttt agaagatgaa caacaacaat tagaaaagaa attacctgta acgtttgaag 132 0 
^3 ataagaagcg ggagaacttt gaacgtggca acctggaact ggagaaacga aggcaagctc 13 80 
^tj tcctggaaca gcagcgcaag gagcaggagc gcctggccca gctggagcgg gcggagcagg 144 0 
FU agaggaagga gcgtgagcgc caggagcaag agcgcaaaag acaactggaa ctggagaagc 1500 
•rp aactggaaaa gcagcgggag ctagaacggc agagagagga ggagaggagg aaagaaattg 1560 
y3 agaggcgaga ggctgcaaaa cgggaacttg aaaggcaacg acaacttgag tgggaacgga 162 0 
yj atcgaaggca agaactacta aatcaaagaa acaaagaaca agaggacata gttgtactga 168 0 
a* aagcaaagaa aaagactttg gaatttgaat tagaagctct aaatgataaa aagcatcaac 174 0 
**** tagaagggaa acttcaagat atcagatgtc gattgaccac ccaaaggcaa gaaattgaga 18 0 0 
5 gcacaaacaa atctagagag ttgagaattg ccgaaatcac ccatctacag caacaattac 1860 
h% aggaatctca gcaaatgctt ggaagactta ttccagaaaa acagatactc aatgaccaat 1920 
M taaaacaagt tcagcagaac agtttgcaca gagattcact tgttacactt aaaagagcct 1980 
£3 tagaagcaaa agaactagct cggcagcacc tacgagacca actggatgaa gtggagaaag 2 04 0 
pij aaactagatc aaaactacag gagattgata ttttcaataa tcagctgaag gaactaagag 2100 
q aaatacacaa taagcaacaa ctccagaagc aaaagtccat ggaggctgaa cgactgaaac 2160 
agaaagaaca agaacgaaag atcatagaat tagaaaaaca aaaagaagaa gcccaaagac 2220 
gagctcagga aagggacaag cagtggctgg agcatgtgca gcaggaggac gagcatcaga 2280 
gaccaagaaa actccacgaa gaggaaaaac tgaaaaggga ggagagtgtc aaaaagaagg 234 0 
atggcgagga aaaaggcaaa caggaagcac aagacaagct gggtcggctt ttccatcaac 24 0 0 
accaagaacc agctaagcca gctgtccagg caccctggtc cactgcagaa aaaggtccac 2460 
ttaccatttc tgcacaggaa aatgtaaaag tggtgtatta ccgggcactg tacccctttg 2520 
aatccagaag ccatgatgaa atcactatcc agccaggaga catagttatg gttaaagggg 2580 
aatgggtgga tgaaagccaa actggagaac ccggctggct tggaggagaa ttaaaaggaa 2 64 0 
agacagggtg gttccctgca aactatgcag agaaaatccc agaaaatgag gttcccgctc 2700 
cagtgaaacc agtgactgat tcaacatctg cccctgcccc caaactggcc ttgcgtgaga 2760 
cccccgcccc tttggcagta acctcttcag agccctccac gacccctaat aactgggccg 2820 
acttcagctc cacgtggccc accagcacga atgagaaacc agaaacggat aactgggatg 2880 
catgggcagc ccagccctct ctcaccgttc caagtgccgg ccagttaagg cagaggtccg 2940 
cctttactcc agccacggcc actggctcct ccccgtctcc tgtgctaggc cagggtgaaa 3000 
a 99t99 a 999 gctacaagct caagccctat atccttggag agccaaaaaa gacaaccact 3060 
taaattttaa caaaaatgat gtcatcaccg tcctggaaca gcaagacatg tggtggtttg 312 0 
gagaagttca aggtcagaag ggttggttcc ccaagtctta cgtgaaactc atttcagggc 3180 
ccataaggaa gtctacaagc atggattctg gttcttcaga gagtcctgct agtctaaagc 3240 
gagtagcctc tccagcagcc aagccggtcg tttcgggaga agaatttatt gccatgtaca 33 00 
cttacgagag ttctgagcaa ggagatttaa cctttcagca aggggatgtg attttggtta 3360 



ccaagaaaga tggtgactgg tggacaggaa 
ctaactatgt gaggcttaaa gattcagagg 
taggaaaaaa acctgaaatt gcccaggtta 
agctcactct cgcccctggt cagctgattt 
gggaaggaga gctgcaagca cgtgggaaaa 
atgtaaagct tctaagccct gggacgagca 
cagcattagc ggcagtgtgc caggtgattg 
atgagctggc cttcaacaag ggccagatca 
ggtggaaagg agaagtcaat ggacaagtgg 
ccacagacat ggacccaagc cagcaatgaa 
gaaagtcctc aaagagaccc actatcccat 
agccttgatc atgtgacttc cagcatgatc 
tgcagagcag tttacctcat tttaccttag 
cttgcagaga taggagcaaa aattacaaaa 
ttcctagtta ctcaaattga ctttccccca 
aattattttt aaatatatat tttagctttt 
gctattttgg ttttgcaaaa agacccacta 
tgttccaaat gtccataaat ctgagacttg 
aactaaattg tgcagtttgg ggcttttccc 
atctctgttt taaagacgta tagaatgagc 
tgtgtgtatc agctgtacct tgttgagcat 
ctttccatgg caaagctatt accttgtacg 
tttgcacagt gaccttgtag ccacatgaga 
tttatctggt tgagttggtg ttttgtttgg 
aaaatcagta gacaacacca ctgaggtcgt 
agtctctgtt acatgaagtt ttattccagt 
agtaattttc ttgacaagaa agaatgtata 
tacatttttt aactagactg tggaatttct 
cgtttgtgtg ttagatatgc tgtagctgaa 
agctctcaat aaaaatgcct gctgctcaca 
gcacaatcta gctgtcctcc taaagactct 
cgctgtcggg aggctgtgct ggtggtcgtg 
agagcgagga cctctcctcc tcgttcagtt 
aaaatatata aatatataaa cctgcggctt 
ttccgtgtat agataattaa attcttcata 

<210> 4 
<211> 1220 
<212> PRT 

<213> Homo sapiens 



cagtgggcga caaggccgga gtcttccctt 3420 
gctctggaac tgctgggaaa acagggagtt 3480 
ttgcctcata caccgccacc ggccccgagc 3540 
tgatccgaaa aaagaaccca ggtggatggt 3600 
agcgccagat aggctggttc ccagctaatt 3660 
aaatcactcc aacagagcca cctaagtcaa 3720 
ggatgtacga ctacaccgcg cagaatgacg 3780 
tcaacgtcct caacaaggag gaccctgact 3 84 0 
ggctcttccc atccaattat gtgaagctga 3 900 
tcatatgttg tccatccccc cctcaggctt 3960 
atcactgccc agagggatga tgggagatgc 4 02 0 
acctactgcc ttctgagtag aagaactcac 4080 
ttgcatgtga tcgcaatgtt tgagttatta 4140 
acacacaggg tagtgggtcc ttttgtggct 4200 
cctttgcaca ggtgctttca atagttttaa 4260 
taataaacaa aataaataaa tgacttcttt 4320 
tcaaggaatg ctgcatgtgc tattaaaaat 43 80 
atgtattttt tcattttgtc cagtgttacc 4440 
ccttaccata gaagtgcaga ggagttcagt 4500 
ccaattaaag cgaaggtgtt tgtgcttgtt 4560 
gtaatacatc ctgtacataa gaaattagtt 4620 
atgctctaat catattgcat ttaattttat 4680 
aagcactctg tgtttttgtt cggtctcaga 4740 
ggtttttaat tttgcgtgtt tgcatagcat 4800 
tacgatcaac gatatccaca gtctcttttt 4860 
tacttttcat ggaatgacct attttgaaca 4920 
gaagtctccc tgcaattaat ttccaatgtt 4980 
acagattaat atgaaatgga gctcatggtc 5 04 0 
gccctgtttg tcttttaaac actagttgga 5100 
gcacagaaaa tggggcaggg ggagcctcaa 5160 
gtaatgctca ctcccctcgc gttctcccgg 5220 
tagaggtcct tctcctttca catggtgcag 5280 
gcacttcagt attttcacgg atatgaatgt 5340 
taacaactgt aatacaacct tttgaattag 5400 
caaaagttaa aaaaaaaaaa aaaaaaaa 54 58 



<400> 4 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp lie Trp Ala 
15 10 15 

He Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 

Lys Pro He Ser Gly Phe He Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 

Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin He Trp Ala Leu 
50 55 60 



Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser He 
65 70 75 80 



Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 



Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 
100 105 110 

Pro Ala Phe Gly Met Gly Gly lie Ala Ser Met Pro Pro Leu Thr Ala 
115 120' 125 

Val Ala Pro Val Pro Met Gly Ser He Pro Val Val Gly Met Ser Pro 
130 135 140 

Thr Leu Val Ser Ser Val Pro Thr Ala Ala Val Pro Pro Leu Ala Asn 
145 150 155 160 

Gly Ala Pro Pro Val He Gin Pro Leu Pro Ala Phe Ala His Pro Ala 
165 170 175 

Ala Thr Leu Pro Lys Ser Ser Ser Phe Ser Arg Ser Gly Pro Gly Ser 
180 185 190 

Gin Leu Asn Thr Lys Leu Gin Lys Ala Gin Ser Phe Asp Val Ala Ser 
195 200 205 

Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
210 215 220 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 
225 230 235 240 

Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
245 250 255 

Ala Gin Leu Ala Ser lie Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
260 265 270 

Lys Leu Thr Ala Glu Glu Phe He Leu Ala Met His Leu He Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr He 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly He Ser Val He 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 

Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 

Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 



Arg Gin Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala 
370 375 380 



Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 



Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 
405 410 415 

Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 

Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 



Gin Glu Asp 
465 



lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
470 475 480 



Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

Gin Asp lie Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu lie Glu Ser 
500 505 510 

Thr Asn Lys Ser Arg Glu Leu Arg lie Ala Glu lie Thr His Leu Gin 
515 520 525 

Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu lie Pro Glu 
530 535 540 

Lys Gin lie Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 560 

His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
565 570 575 

Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu lie Asp lie Phe Asn Asn Gin Leu Lys 
595 600 605 

Glu Leu Arg Glu lie His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
625 630 635 640 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
645 650 655 

Asp Lys Gin Trp Leu Glu His Val Gin Gin Glu Asp Glu His Gin Arg 
660 665 670 



Pro Arg Lys Leu His Glu Glu Glu Lys Leu Lys Arg Glu Glu Ser Val 
675 680 685 



Lys Lys Lys Asp Gly Glu Glu Lys Gly Lys Gin Glu Ala Gin Asp Lys 
690 695 700 

Leu Gly Arg Leu Phe His Gin His Gin Glu Pro Ala Lys Pro Ala Val 
705 710 715 720 

Gin Ala Pro Trp Ser Thr Ala Glu Lys Gly Pro Leu Thr lie Ser Ala 
725 730 735 

Gin Glu Asn Val Lys Val Val Tyr Tyr Arg Ala Leu Tyr Pro Phe Glu 
740 745 750 

Ser Arg Ser His Asp Glu lie Thr lie Gin Pro Gly Asp lie Val Met 
755 760 765 

Val Lys Gly Glu Trp Val Asp Glu Ser Gin Thr Gly Glu Pro Gly Trp 
770 775 780 

Leu Gly Gly Glu Leu Lys Gly Lys Thr Gly Trp Phe Pro Ala Asn Tyr 
785 790 795 800 

Ala Glu Lys lie Pro Glu Asn Glu Val Pro Ala Pro Val Lys Pro Val 
P 805 810 815 

M 

!3 
0 



\J Thr Asp Ser Thr Ser Ala Pro Ala Pro Lys Leu Ala Leu Arg Glu Thr 
pj 820 825 830 



Pro Ala Pro Leu Ala Val Thr Ser Ser Glu Pro Ser Thr Thr Pro Asn 
835 840 845 



Asn Trp Ala Asp Phe Ser Ser Thr Trp Pro Thr Ser Thr Asn Glu Lys 
s 850 855 860 

q 

M Pro Glu Thr Asp Asn Trp Asp Ala Trp Ala Ala Gin Pro Ser Leu Thr 
H 865 870 875 880 



Val Pro Ser Ala Gly Gin Leu Arg Gin Arg Ser Ala Phe Thr Pro Ala 
885 890 895 

Thr Ala Thr Gly Ser Ser Pro Ser Pro Val Leu Gly Gin Gly Glu Lys 
900 905 910 

Val Glu Gly Leu Gin Ala Gin Ala Leu Tyr Pro Trp Arg Ala Lys Lys 
915 920 925 

Asp Asn His Leu Asn Phe Asn Lys Asn Asp Val lie Thr Val Leu Glu 
930 935 940 

Gin Gin Asp Met Trp Trp Phe Gly Glu Val Gin Gly Gin Lys Gly Trp 
945 950 955 960 

Phe Pro Lys Ser Tyr Val Lys Leu lie Ser Gly Pro lie Arg Lys Ser 
965 970 975 

Thr Ser Met Asp Ser Gly Ser Ser Glu Ser Pro Ala Ser Leu Lys Arg 
980 985 990 



Val Ala Ser Pro Ala Ala Lys Pro Val Val Ser Gly Glu Glu Phe He 
995 1000 1005 

Ala Met Tyr Thr Tyr Glu Ser Ser Glu Gin Gly Asp Leu Thr Phe Gin 
1010 1015 1020 

Gin Gly Asp Val He Leu Val Thr Lys Lys .Asp Gly Asp Trp Trp Thr 
1025 1030 1035 1040 

Gly Thr Val Gly Asp Lys Ala Gly Val Phe Pro Ser Asn Tyr Val Arg 
1045 1050 1055 

Leu Lys Asp Ser Glu Gly Ser Gly Thr Ala Gly Lys Thr Gly Ser Leu 
1060 1065 1070 

Gly Lys Lys Pro Glu He Ala Gin Val He Ala Ser Tyr Thr Ala Thr 
1075 1080 1085 

Gly Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu He Leu lie Arg 
1090 1095 1100 

Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly 
M 1105 1110 1115 1120 

^ Lys Lys Arg Gin lie Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu 
p j 1125 1130 1135 

d 

si) 



Ser Pro Gly Thr Ser Lys He Thr Pro Thr Glu Pro Pro Lys Ser Thr 
1140 1145 1150 



Ala Leu Ala Ala Val Cys Gin Val He Gly Met Tyr Asp Tyr Thr Ala 
s 1155 1160 1165 

« 

M Gin Asn Asp Asp Glu Leu Ala Phe Asn Lys Gly Gin He He Asn Val 
P 1170 1175 1180 

ru 

H Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu Val Asn Gly Gin 
?i H85 1190 1195 1200 

Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp 
1205 1210 1215 

Pro Ser Gin Gin 
1220 



<210> 5 
<211> 23 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> From Seq ID 5 to ID 38, there are 34 pretein 

sequences translated from Seq ID No. 3. Together, 
they form the whole protein sequence. 



<400> 5 



Thr Arg Gly Ser Glu Gly Gly Arg Glu Glu Trp Arg Arg Gin Gly Arg 
15 10 15 



Glu Arg Ser Leu Val Ala Pro 
20 



<210> 6 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Tyr Gly Gly Ser Arg Gly Arg lie Pro Ser Gly Leu Arg Asp Gly Gin 
15 10 15 

Arg Gly Gly Arg Gly Trp Cys Ala Gly Leu Arg Leu Leu Arg Pro Ser 
20 25 30 

Gin Arg Arg Val Ser Gly Thr Asp Leu Ser Leu Gly Arg Gin Arg Gly 
35 40 45 

Pro Ala Arg Arg 
50 



<210> 7 
<211> 3 
<212> PRT 

<213> Homo sapiens 

<400> 7 
Gly Val Asp 
1 



<210> 8 

<211> 1227 

<212> PRT 

<213> Homo sapiens 



<400> 8 

Gin Gly Lys Ser 
1 

Gly Ser Leu Asp 
20 

Asp Gin Gin Phe 
35 

Asp Gin Ala Arg 
50 

Leu Ala Gin lie 
65 



Asn Arg Thr Met 
5 

He Trp Ala He 

His Ser Leu Lys 
40 

Asn Phe Phe Phe 
55 

Trp Ala Leu Ala 
70 



Ala Gin Phe Pro 
10 

Thr Val Glu Glu 
25 

Pro He Ser Gly 



Gin Ser Gly Leu 
60 

Asp Met Asn Asn 
75 



Thr Pro Phe Gly 
15 

Arg Ala Lys His 
30 

Phe He Thr Gly 
45 

Pro Gin Pro Val 



Asp Gly Arg Met 
80 



Asp Gin Val Glu Phe Ser lie Ala Met Lys Leu He Lys Leu Lys Leu 
85 90 95 



Gin Gly Tyr Gin Leu Pro Ser Ala Leu Pro Pro Val Met Lys Gin Gin 
100 105 110 

Pro Val Ala He Ser Ser Ala Pro Ala Phe Gly Met Gly Gly He Ala 
115 120 125 

Ser Met Pro Pro Leu Thr Ala Val Ala Pro Val Pro Met Gly Ser He 
130 135 140 

Pro Val Val Gly Met Ser Pro Thr Leu Val Ser Ser Val Pro Thr Ala 
145 150 155 160 

Ala Val Pro Pro Leu Ala Asn Gly Ala Pro Pro Val He Gin Pro Leu 
165 170 175 

Pro Ala Phe Ala His Pro Ala Ala Thr Leu Pro Lys Ser Ser Ser Phe 
180 185 190 

Ser Arg Ser Gly Pro Gly Ser Gin Leu Asn Thr Lys Leu Gin Lys Ala 
195 200 205 

Gin Ser Phe Asp Val Ala Ser Val Pro Pro Val Ala Glu Trp Ala Val 
210 215 220 

Pro Gin Ser Ser Arg Leu Lys Tyr Arg Gin Leu Phe Asn Ser His Asp 
225 230 235 240 

Lys Thr Met Ser Gly His Leu Thr Gly Pro Gin Ala Arg Thr He Leu 
245 250 255 

Met Gin Ser Ser Leu Pro Gin Ala Gin Leu Ala Ser He Trp Asn Leu 
260 265 270 

Ser Asp He Asp Gin Asp Gly Lys Leu Thr Ala Glu Glu Phe He Leu 
275 280 285 

Ala Met His Leu He Asp Val Ala Met Ser Gly Gin Pro Leu Pro Pro 
290 295 300 

Val Leu Pro Pro Glu Tyr He Pro Pro Ser Phe Arg Arg Val Arg Ser 
305 310 315 320 

Gly Ser Gly He Ser Val He Ser Ser Thr Ser Val Asp Gin Arg Leu 
325 330 335 

Pro Glu Glu Pro Val Leu Glu Asp Glu Gin Gin Gin Leu Glu Lys Lys 
340 345 350 

Leu Pro Val Thr Phe Glu Asp Lys Lys Arg Glu Asn Phe Glu Arg Gly 
355 360 365 



Asn Leu Glu Leu Glu Lys Arg Arg Gin Ala Leu Leu Glu Gin Gin Arg 
370 375 380 



Lys Glu Gin Glu Arg Leu Ala Gin Leu Glu Arg Ala Glu Gin Glu Arg 
385 390 395 400 



Lys Glu Arg Glu Arg Gin Glu Gin Glu Arg Lys Arg Gin Leu Glu Leu 
405 410 415 

Glu Lys Gin Leu Glu Lys Gin Arg Glu Leu Glu Arg Gin Arg Glu Glu 
420 425 430 

Glu Arg Arg Lys Glu lie Glu Arg Arg Glu Ala Ala Lys Arg Glu Leu 
435 440 445 

Glu Arg Gin Arg Gin Leu Glu Trp Glu Arg Asn Arg Arg Gin Glu Leu 
450 455 460 

Leu Asn Gin Arg Asn Lys Glu Gin Glu Asp lie Val Val Leu Lys Ala 
465 470 475 480 

Lys Lys Lys Thr Leu Glu Phe Glu Leu Glu Ala Leu Asn Asp Lys Lys 
485 490 495 

His Gin Leu Glu Gly Lys Leu Gin Asp lie Arg Cys Arg Leu Thr Thr 
500 505 510 

Gin Arg Gin Glu lie Glu Ser Thr Asn Lys Ser Arg Glu Leu Arg lie 
515 520 525 

Ala Glu lie Thr His Leu Gin Gin Gin Leu Gin Glu Ser Gin Gin Met 
530 535 540 

Leu Gly Arg Leu lie Pro Glu Lys Gin lie Leu Asn Asp Gin Leu Lys 
545 550 555 560 

Gin Val Gin Gin Asn Ser Leu His Arg Asp Ser Leu Val Thr Leu Lys 
565 570 575 

Arg Ala Leu Glu Ala Lys Glu Leu Ala Arg Gin His Leu Arg Asp Gin 
580 585 590 

Leu Asp Glu Val Glu Lys Glu Thr Arg Ser Lys Leu Gin Glu lie Asp 
595 600 605 

lie Phe Asn Asn Gin Leu Lys Glu Leu Arg Glu lie His Asn Lys Gin 
610 615 620 

Gin Leu Gin Lys Gin Lys Ser Met Glu Ala Glu Arg Leu Lys Gin Lys 
625 630 635 640 

Glu Gin Glu Arg Lys He He Glu Leu Glu Lys Gin Lys Glu Glu Ala 
645 650 655 

Gin Arg Arg Ala Gin Glu Arg Asp Lys Gin Trp Leu Glu His Val Gin 
660 665 670 



Gin Glu Asp Glu His Gin Arg Pro Arg Lys Leu His Glu Glu Glu Lys 
675 680 685 



Leu Lys Arg Glu Glu Ser Val Lys Lys Lys Asp Gly Glu Glu Lys Gly 
690 695 700 

Lys Gin Glu Ala Gin Asp Lys Leu Gly Arg Leu Phe His Gin His Gin 
705 710 715 720 

Glu Pro Ala Lys Pro Ala Val Gin Ala Pro Trp Ser Thr Ala Glu Lys 
725 730 735 

Gly Pro Leu Thr lie Ser Ala Gin Glu Asn Val Lys Val Val Tyr Tyr 
740 745 750 

Arg Ala Leu Tyr Pro Phe Glu Ser Arg Ser His Asp Glu lie Thr lie 
755 760 765 

Gin Pro Gly Asp lie Val Met Val Lys Gly Glu Trp Val Asp Glu Ser 
770 775 780 

Gin Thr Gly Glu Pro Gly Trp Leu Gly Gly Glu Leu Lys Gly Lys Thr 
785 790 795 800 

Gly Trp Phe Pro Ala Asn Tyr Ala Glu Lys lie Pro Glu Asn Glu Val 
P 805 810 815 

^4 Pro Ala Pro Val Lys Pro Val Thr Asp Ser Thr Ser Ala Pro Ala Pro 
flj 820 825 830 

P 

Jjj Lys Leu Ala Leu Arg Glu Thr Pro Ala Pro Leu Ala Val Thr Ser Ser 
yj 835 840 845 

J 5 * 

* Glu Pro Ser Thr Thr Pro Asn Asn Trp Ala Asp Phe Ser Ser Thr Trp 
3 850 855 860 

£3 

H Pro Thr Ser Thr Asn Glu Lys Pro Glu Thr Asp Asn Trp Asp Ala Trp 
□ 865 870 875 880 

ru 

H Ala Ala Gin Pro Ser Leu Thr Val Pro Ser Ala Gly Gin Leu Arg Gin 
M 885 890 895 

Arg Ser Ala Phe Thr Pro Ala Thr Ala Thr Gly Ser Ser Pro Ser Pro 
900 905 910 

Val Leu Gly Gin Gly Glu Lys Val Glu Gly Leu Gin Ala Gin Ala Leu 
915 920 925 

Tyr Pro Trp Arg Ala Lys Lys Asp Asn His Leu Asn Phe Asn Lys Asn 
930 935 940 

Asp Val He Thr Val Leu Glu Gin Gin Asp Met Trp Trp Phe Gly Glu 
945 950 955 960 

Val Gin Gly Gin Lys Gly Trp Phe Pro Lys Ser Tyr Val Lys Leu He 
965 970 975 



Ser Gly Pro He Arg Lys Ser Thr Ser Met Asp Ser Gly Ser Ser Glu 
980 985 990 



Ser Pro Ala Ser Leu Lys Arg Val Ala Ser Pro Ala Ala Lys Pro Val 
995 1000 1005 

Val Ser Gly Glu Glu Phe lie Ala Met Tyr Thr Tyr Glu Ser Ser Glu 
1010 1015 1020 

Gin Gly Asp Leu Thr Phe Gin Gin Gly Asp Val lie Leu Val Thr Lys 
1025 1030 1035 1040 

Lys Asp Gly Asp Trp Trp Thr Gly Thr Val Gly Asp Lys Ala Gly Val 
1045 1050 1055 

Phe Pro Ser Asn Tyr Val Arg Leu Lys Asp Ser Glu Gly Ser Gly Thr 
1060 1065 1070 

Ala Gly Lys Thr Gly Ser Leu Gly Lys Lys Pro Glu lie Ala Gin Val 
1075 1080 1085 

lie Ala Ser Tyr Thr Ala Thr Gly Pro Glu Gin Leu Thr Leu Ala Pro 
1090 1095 1100 

Gly Gin Leu He Leu He Arg Lys Lys Asn Pro Gly Gly Trp Trp Glu 
P 1105 1110 1115 1120 

S4 Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg Gin lie Gly Trp Phe Pro 
P,j 1125 1130 1135 

a 

u 

?§* 

3 

Q 

: 3 

a 
ru 

n 



Ala Asn Tyr Val Lys Leu Leu Ser Pro Gly Thr Ser Lys He Thr Pro 
1140 1145 1150 

Thr Glu Pro Pro Lys Ser Thr Ala Leu Ala Ala Val Cys Gin Val He 
1155 1160 1165 

Gly Met Tyr Asp Tyr Thr Ala Gin Asn Asp Asp Glu Leu Ala Phe Asn 
1170 1175 1180 

Lys Gly Gin He He Asn Val Leu Asn Lys Glu Asp Pro Asp Trp Trp 
1185 1190 1195 1200 

Lys Gly Glu Val Asn Gly Gin Val Gly Leu Phe Pro Ser Asn Tyr Val 
1205 1210 1215 

Lys Leu Thr Thr Asp Met Asp Pro Ser Gin Gin 
1220 1225 



<210> 9 
<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 9 

He He Cys Cys Pro Ser Pro Pro Gin Ala 
15 10 



<210> 10 



<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 10 

Lys Ser Ser Lys Arg Pro Thr lie Pro Tyr His Cys Pro Glu Gly 
15 10 15 



<210> 11 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 11 

Trp Glu Met Gin Pro 
1 5 



<210> 12 
<211> 13 
<212> PRT 
M <213> Homo sapiens 

H <400> 12 

flj Ser Cys Asp Phe Gin His Asp His Leu Leu Pro Ser Glu 

q i 5 io 

i 

^» <210> 13 

^ <211> 20 

* <212> PRT 

W <213> Homo sapiens 

Q <400> 13 

pj Lys Asn Ser Leu Gin Ser Ser Leu Pro His Phe Thr Leu Val Ala Cys 
fl 15 10 15 



Asp Arg Asn Val 
20 



<210> 14 
<211> 28 
<212> PRT 

<213> Homo sapiens 
<400> 14 

Val lie Thr Cys Arg Asp Arg Ser Lys Asn Tyr Lys Asn Thr Gin Gly 
15 10 15 

Ser Gly Ser Phe Cys Gly Phe Pro Ser Tyr Ser Asn 
20 25 



<210> 15 
<211> 30 



<212> PRT 

<213> Homo sapiens 



<400> 15 

Leu Ser Pro Thr Phe Ala Gin Val Leu Ser lie Val Leu Lys Leu Phe 
15 10 15 

Leu Asn lie Tyr Phe Ser Phe Leu lie Asn Lys lie Asn Lys 
20 25 30 



<210> 16 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 16 

Leu Leu Cys Tyr Phe Gly Phe Ala Lys Arg Pro Thr He Lys Glu Cys 
15 10 15 

Cys Met Cys Tyr 
20 



<210> 17 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Lys Leu Phe Gin Met Ser He Asn Leu Arg Leu Asp Val Phe Phe His 
15 10 15 

Phe Val Gin Cys Tyr Gin Leu Asn Cys Ala Val Trp Gly Phe Ser Pro 
20 25 30 



Leu Pro 



<210> 18 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 18 

Lys Cys Arg Gly Val Gin Tyr Leu Cys Phe Lys Asp Val 
15 10 



<210> 19 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 19 

Asn Glu Pro Asn 




1 



<210> 20 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 20 

Ser Glu Gly Val Cys Ala Cys Leu Cys Val Ser Ala Val Pro Cys 
15 10 15 



<210> 21 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 21 

Ala Cys Asn Thr Ser Cys Thr 
1 5 



M3 <210> 22 

N <211> 29 

flj <212> PRT 

Q <213> Homo sapiens 

lj <400> 22 

Glu lie Ser Ser Phe His Gly Lys Ala lie Thr Leu Tyr Asp Ala Leu 
^ 1 5 10 15 

s 

P lie lie Leu His Leu lie Leu Phe Cys Thr Val Thr Leu 

20 25 

nj 

Q <210> 23 
1,1 <211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 23 

Pro His Glu Lys Ala Leu Cys Val Phe Val Arg Ser Gin He Tyr Leu 
15 10 15 

Val Glu Leu Val Phe Cys Leu Gly Phe Leu He Leu Arg Val Cys He 
20 25 30 

Ala 



<210> 24 

<211> 2 

<212> PRT 

<213> Homo sapiens 



<400> 24 
Asn Gin 
1 



<210> 25 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 25 

Thr Thr Pro Leu Arg Ser Leu Arg Ser Thr lie Ser Thr Val Ser Phe 
15 10 15 



<210> 26 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 26 

^ Ser Leu Leu His Glu Val Leu Phe Gin Leu Leu Phe Met Glu 
W 15 10 

|lj <210> 27 

p <211> 5 

A*t <212> PRT 

y <213> Homo sapiens 

<400> 27 
* Pro lie Leu Asn Lys 
Ml 5 



flj <210> 28 

p <211> 2 

<212> PRT 

<213> Homo sapiens 

<400> 28 
Phe Ser 
1 



<210> 29 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 29 

Gin Glu Arg Met Tyr Arg Ser Leu Pro Ala lie Asn Phe Gin Cys Leu 
15 10 15 

His Phe Leu Thr Arg Leu Trp Asn Phe Tyr Arg Leu lie 
20 25 



<210> 30 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 30 

Asn Gly Ala His Gly Pro Phe Val Cys 
1 5 



<210> 31 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 31 
lie Cys Cys Ser 
1 



<210> 32 
Q <211> 33 

<212> PRT 
S,^ <213> Homo sapiens 

j 



n 



<400> 32 

Ser Pro Val Cys Leu Leu Asn Thr Ser Trp Lys Leu Ser lie Lys Met 
15 10 15 



Pro Ala Ala His Ser Thr Glu Asn Gly Ala Gly Gly Ala Ser Ser Thr 



20 25 30 



P 

M, He 
P 

ru ■ 
p 



<210> 33 
<211> 3 
<212> PRT 

<213> Homo sapiens 

<400> 33 
Leu Ser Ser 
1 



<210> 34 
<211> 50 
<212> PRT 

<213> Homo sapiens 
<400> 34 

Arg Leu Cys Asn Ala His Ser Pro Arg Val Leu Pro Ala Leu Ser Gly 
15 10 15 



Gly Cys Ala Gly Gly Arg Val Glu Val Leu Leu Leu Ser His Gly Ala 



20 25 30 

Glu Ser Glu Asp Leu Ser Ser Ser Phe Ser Cys Thr Ser Val Phe Ser 
35 40 45 

Arg lie 
50 



<210> 35 
<211> 1 
<212> PRT 

<213> Homo sapiens 

<400> 35 
Met 
1 



<210> 36 
<211> 2 
<212> PRT 

<213> Homo sapiens 

<400> 36 
Asn lie 
1 



Q 

nj 

p 



<210> 37 
<211> 22 
<212> PRT 

<213> Homo sapiens 
<400> 37 

lie Tyr Lys Pro Ala Ala Leu Thr Thr Val lie Gin Pro Phe Glu Leu 
15 10 15 

Val Pro Cys lie Asp Asn 
20 



<210> 38 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<400> 38 

lie Leu His Thr Lys Val Lys Lys Lys Lys Lys Lys 
15 10 



<210> 39 

<211> 5195 

<212> DNA 

<213> Homo sapiens 



<400> 39 

agagtggagg cgccagggga gggagcgtag cttggttgct ccgtagtacg gcggctcgcg 60 
aggaagaatc ccgagcgggc tccgggacgg acagagaggc gggcggggat ggtgtgcggg 12 0 
gctgcggctc ctgcgtccct cccagcggcg cgtgagcggc actgatttgt ccctggggcg 180 
gcagcgcgga cccgcccgga gatgaggcgt cgattagcaa ggtaaaagta acagaaccat 24 0 
ggctcagttt ccaacacctt ttggtggcag cctggatatc tgggccataa ctgtagagga 300 
aagagcgaag catgatcagc agttccatag tttaaagcca atatctggat tcattactgg 3 60 
tgatcaagct agaaactttt tttttcaatc tgggttacct caacctgttt tagcacagat 420 
atgggcacta gctgacatga ataatgatgg aagaatggat caagtggagt tttccatagc 480 
tatgaaactt atcaaactga agctacaagg atatcagcta ccctctgcac ttccccctgt 540 
catgaaacag caaccagttg ctatttctag cgcaccagca tttggtatgg gaggtatcgc 600 
cagcatgcca ccgcttacag ctgttgctcc agtgccaatg ggatccattc cagttgttgg 660 
aatgtctcca accctagtat cttctgttcc cacagcagct gtgccccccc tggctaacgg 720 
ggctccccct gttatacaac ctctgcctgc atttgctcat cctgcagcca cattgccaaa 780 
gagttcttcc tttagtagat ctggtccagg gtcacaacta aacactaaat tacaaaaggc 840 
acagtcattt gatgtggcca gtgtcccacc agtggcagag tgggctgttc ctcagtcatc 900 
aagactgaaa tacaggcaat tattcaatag tcatgacaaa actatgagtg gacacttaac 960 
aggtccccaa gcaagaacta ttcttatgca gtcaagttta ccacaggctc agctggcttc 1020 
aatatggaat ctttctgaca ttgatcaaga tggaaaactt acagcagagg aatttatcct 1080 
ggcaatgcac ctcattgatg tagctatgtc tggccaacca ctgccacctg tcctgcctcc 1140 
agaatacatt ccaccttctt ttagaagagt tcgatctggc agtggtatat ctgtcataag 1200 
ctcaacatct gtagatcaga ggctaccaga ggaaccagtt ttagaagatg aacaacaaca 1260 
attagaaaag aaattacctg taacgtttga agataagaag cgggagaact ttgaacgtgg 1320 
caacctggaa ctggagaaac gaaggcaagc tctcctggaa cagcagcgca aggagcagga 13 8 0 
gcgcctggcc cagctggagc gggcggagca ggagaggaag gagcgtgagc gccaggagca 144 0 
agagcgcaaa agacaactgg aactggagaa gcaactggaa aagcagcggg agctagaacg 1500 
gcagagagag gaggagagga ggaaagaaat tgagaggcga gaggctgcaa aacgggaact 1560 
tgaaaggcaa cgacaacttg agtgggaacg gaatcgaagg caagaactac taaatcaaag 162 0 
aaacaaagaa caagaggaca tagttgtact gaaagcaaag aaaaagactt tggaatttga 1680 
attagaagct ctaaatgata aaaagcatca actagaaggg aaacttcaag atatcagatg 1740 
tcgattgacc acccaaaggc aagaaattga gagcacaaac aaatctagag agttgagaat 1800 
tgccgaaatc acccatctac agcaacaatt acaggaatct cagcaaatgc ttggaagact 1860 
tattccagaa aaacagatac tcaatgacca attaaaacaa gttcagcaga acagtttgca 1920 
cagagattca cttgttacac ttaaaagagc cttagaagca aaagaactag ctcggcagca 1980 
cctacgagac caactggatg aagtggagaa agaaactaga tcaaaactac aggagattga 2 04 0 
tattttcaat aatcagctga aggaactaag agaaatacac aataagcaac aactccagaa 2100 
gcaaaagtcc atggaggctg aacgactgaa acagaaagaa caagaacgaa agatcataga 2160 
attagaaaaa caaaaagaag aagcccaaag acgagctcag gaaagggaca agcagtggct 2220 
ggagcatgtg cagcaggagg acgagcatca gagaccaaga aaactccacg aagaggaaaa 22 8 0 
actgaaaagg gaggagagtg tcaaaaagaa ggatggcgag gaaaaaggca aacaggaagc 234 0 
acaagacaag ctgggtcggc ttttccatca acaccaagaa ccagctaagc cagctgtcca 2400 
ggcaccctgg tccactgcag aaaaaggtcc acttaccatt tctgcacagg aaaatgtaaa 2460 
agtggtgtat taccgggcac tgtacccctt tgaatccaga agccatgatg aaatcactat 252 0 
ccagccagga gacatagtca tggtggatga aagccaaact ggagaacccg gctggcttgg 2580 
aggagaatta aaaggaaaga cagggtggtt ccctgcaaac tatgcagaga aaatcccaga 264 0 
aaatgaggtt cccgctccag tgaaaccagt gactgattca acatctgccc ctgcccccaa 2700 
actggccttg cgtgagaccc ccgccccttt ggcagtaacc tcttcagagc cctccacgac 2760 
ccctaataac tgggccgact tcagctccac gtggcccacc agcacgaatg agaaaccaga 2 82 0 
aacggataac tgggatgcat gggcagccca gccctctctc accgttccaa gtgccggcca 2880 
gttaaggcag aggtccgcct ttactccagc cacggccact ggctcctccc cgtctcctgt 2940 
gctaggccag ggtgaaaagg tggaggggct acaagctcaa gccctatatc cttggagagc 3000 
caaaaaagac aaccacttaa attttaacaa aaatgatgtc atcaccgtcc tggaacagca 3 060 
agacatgtgg tggtttggag aagttcaagg tcagaagggt tggttcccca agtcttacgt 312 0 
gaaactcatt tcagggccca taaggaagtc tacaagcatg gattctggtt cttcagagag 3180 
tcctgctagt ctaaagcgag tagcctctcc agcagccaag ccggtcgttt cgggagaaga 3 24 0 
atttattgcc atgtacactt acgagagttc tgagcaagga gatttaacct ttcagcaagg 3300 
ggatgtgatt ttggttacca agaaagatgg tgactggtgg acaggaacag tgggcgacaa 3360 



ggccggagtc 
tgggaaaaca 
cgccaccggc 
gaacccaggt 
ctggttccca 
agagccacct 
caccgcgcag 
caaggaggac 
caattatgtg 
atccccccct 
ccccaccttt 
ctttttaata 
cactatcaag 
acttgatgta 
ttccccctta 
tgagcccaat 
agcatgtaat 
gtacgatgct 
tgagaaagca 
tttggggttt 
gtcgttacga 
ccagttactt 
gtatagaagt 
tttctacaga 
ctgaagccct 
tcacagcaca 
actctgtaat 
tcgtgtagag 
cagttgcact 
ggctttaaca 
tcatacaaaa 



ttcccttcta 
gggagtttag 
cccgagcagc 
ggatggtggg 
gctaattatg 
aagtcaacag 
aatgacgatg 
cctgactggt 
aagctgacca 
caggcttgaa 
gcacaggtgc 
aacaaaataa 
gaatgctgca 
tttfettcatt 
ccatagaagt 
taaagcgaag 
acatcctgta 
ctaatcatat 
ctctgtgttt 
ttaattttgc 
tcaacgatat 
ttcatggaat 
ctccctgcaa 
ttaatatgaa 
gtttgtcttt 
gaaaatgggg 
gctcactccc 
gtccttctcc 
tcagtatttt 
actgtaatac 
gttaaaaaaa 



actatgtgag 
gaaaaaaacc 
tcactctcgc 
aaggagagct 
taaagcttct 
cattagcggc 
agctggcctt 
ggaaaggaga 
cagacatgga 
agtccttttg 
tttcaatagt 
ataaatgact 
tgtgctatta 
ttgtccagtg 
gcagaggagt 
gtgtttgtgc 
cataagaaat 
tgcatttaat 
ttgttcggtc 
gtgtttgcat 
ccacagtctc 
gacctatttt 
ttaatttcca 
atggagctca 
taaacactag 
cagggggagc 
ctcgcgttct 
tttcacatgg 
cacggatatg 
aaccttttga 
aaaaaaaaaa 



gcttaaagat 
tgaaattgcc 
ccctggtcag 
gcaagcacgt 
aagccctggg 
agtgtgccag 
caacaagggc 
agtcaatgga 
cccaagccag 
tggctttcct 
tttaaaatta 
tctttgctat 
aaaattgttc 
ttaccaacta 
tcagtatctc 
ttgtttgtgt 
tagttctttc 
tttattttgc 
tcagatttat 
agcataaaat 
tttttagtct 
gaacaagtaa 
atgtttacat 
tggtccgttt 
ttggaagctc 
ctcaagcaca 
cccggcgctg 
tgcagagagc 
aatgtaaaat 
attagttccg 
aaaaa 



tcagagggct 
caggttattg 
ctgattttga 
gggaaaaagc 
acgagcaaaa 
gtgattggga 
cagatcatca 
caagtggggc 
caatgaatca 
agttactcaa 
tttttaaata 
tttggttttg 
caaatgtcca 
aattgtgcag 
tgttttaaag 
gtatcagctg 
catggcaaag 
acagtgacct 
ctggttgagt 
cagtagacaa 
ctgttacatg 
ttttcttgac 
tttttaacta 
gtgtgttaga 
tcaataaaaa 
atctagctgt 
tcgggaggct 
gaggacctct 
atataaatat 
tgtatagata 



ctggaactgc 
cctcatacac 
tccgaaaaaa 
gccagatagg 
tcactccaac 
tgtacgacta 
acgtcctcaa 
tcttcccatc 
tatgttgtcc 
attgactttc 
tatattttag 
caaaaagacc 
taaatctgag 
tttggggctt 
acgtatagaa 
taccttgttg 
ctattacctt 
tgtagccaca 
tggtgttttg 
caccactgag 
aagttttatt 
aagaaagaat 
gactgtggaa 
tatgctgtag 
tgcctgctgc 
cctcctaaag 
gtgctggtgg 
cctcctcgtt 
ataaacctgc 
attaaattct 



3420 
3480 
3540 
3600 
3660 
3720 
3780 
3840 
3900 
3960 
4020 
4080 
4140 
4200 
4260 
4320 
4380 
4440 
4500 
4560 
4620 
4680 
4740 
4800 
4860 
4920 
4980 
5040 
5100 
5160 
5195 



<210> 40 
<211> 1215 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp lie Trp Ala 
15 10 15 

lie Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 

Lys Pro lie Ser Gly Phe lie Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 

Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin lie Trp Ala Leu 
50 55 60 

Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser lie 
65 70 75 80 



Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 



Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 



100 



105 



110 



Pro Ala Phe Gly Met Gly Gly He 
115 120 

Val Ala Pro Val Pro Met Gly Ser 
130 135 

Thr Leu Val Ser Ser Val Pro Thr 
145 150 

Gly Ala Pro Pro Val He Gin Pro 
165 



Ala Ser Met Pro Pro Leu Thr Ala 
125 

He Pro Val Val Gly Met Ser Pro 
140 

Ala Ala Val Pro Pro Leu Ala Asn 
155 160 

Leu Pro Ala Phe Ala His Pro Ala 
170 175 



Ala Thr Leu Pro Lys Ser Ser Ser Phe Ser Arg Ser Gly Pro Gly Ser 
180 185 190 

Gin Leu Asn Thr Lys Leu Gin Lys Ala Gin Ser Phe Asp Val Ala Ser 
195 200 205 

Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
210 215 220 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 
225 230 235 240 

Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
245 250 255 

Ala Gin Leu Ala Ser He Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
260 265 270 

Lys Leu Thr Ala Glu Glu Phe He Leu Ala Met His Leu He Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr He 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly He Ser Val He 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 

Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 

Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 

Arg Gin Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala 
370 375 380 

Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 



Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 



405 



410 



415 



Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 

Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 

Gin Glu Asp lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
465 470 475 480 

Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

Gin Asp lie Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu lie Glu Ser 
500 505 510 

Thr Asn Lys Ser Arg Glu Leu Arg lie Ala Glu lie Thr His Leu Gin 
515 520 525 

Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu lie Pro Glu 
530 535 540 

Lys Gin lie Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 560 

His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
565 570 575 

Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu lie Asp lie Phe Asn Asn Gin Leu Lys 
595 600 605 

Glu Leu Arg Glu lie His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
625 630 635 640 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
645 650 655 

Asp Lys Gin Trp Leu Glu His Val Gin Gin Glu Asp Glu His Gin Arg 
660 665 670 

Pro Arg Lys Leu His Glu Glu Glu Lys Leu Lys Arg Glu Glu Ser Val 
675 680 685 

Lys Lys Lys Asp Gly Glu Glu Lys Gly Lys Gin Glu Ala Gin Asp Lys 
690 695 700 



Leu Gly Arg Leu Phe His Gin His Gin Glu Pro Ala Lys Pro Ala Val 



705 



710 



715 



720 



Gin Ala Pro Trp Ser Thr Ala Glu Lys Gly Pro Leu Thr lie Ser Ala 
725 730 735 

Gin Glu Asn Val Lys Val Val Tyr Tyr Arg Ala Leu Tyr Pro Phe Glu 
740 745 750 

Ser Arg Ser His Asp Glu lie Thr lie Gin Pro Gly Asp lie Val Met 
755 760 765 

Val Asp Glu Ser Gin Thr Gly Glu Pro Gly Trp Leu Gly Gly Glu Leu 
770 775 780 

Lys Gly Lys Thr Gly Trp Phe Pro Ala Asn Tyr Ala Glu Lys lie Pro 
785 790 795 800 

Glu Asn Glu Val Pro Ala Pro Val Lys Pro Val Thr Asp Ser Thr Ser 
805 810 815 

Ala Pro Ala Pro Lys Leu Ala Leu Arg Glu Thr Pro Ala Pro Leu Ala 
820 825 830 

Val Thr Ser Ser Glu Pro Ser Thr Thr Pro Asn Asn Trp Ala Asp Phe 
835 840 845 

Ser Ser Thr Trp Pro Thr Ser Thr Asn Glu Lys Pro Glu Thr Asp Asn 
850 855 860 

Trp Asp Ala Trp Ala Ala Gin Pro Ser Leu Thr Val Pro Ser Ala Gly 
865 870 875 880 

Gin Leu Arg Gin Arg Ser Ala Phe Thr Pro Ala Thr Ala Thr Gly Ser 
885 890 895 

Ser Pro Ser Pro Val Leu Gly Gin Gly Glu Lys Val Glu Gly Leu Gin 
900 905 910 

Ala Gin Ala Leu Tyr Pro Trp Arg Ala Lys Lys Asp Asn His Leu Asn 
915 920 925 

Phe Asn Lys Asn Asp Val lie Thr Val Leu Glu Gin Gin Asp Met Trp 
930 935 940 

Trp Phe Gly Glu Val Gin Gly Gin Lys Gly Trp Phe Pro Lys Ser Tyr 
945 950 955 960 

Val Lys Leu lie Ser Gly Pro lie Arg Lys Ser Thr Ser Met Asp Ser 
965 970 975 

Gly Ser Ser Glu Ser Pro Ala Ser Leu Lys Arg Val Ala Ser Pro Ala 
980 985 990 

Ala Lys Pro Val Val Ser Gly Glu Glu Phe lie Ala Met Tyr Thr Tyr 
995 1000 1005 



Glu Ser Ser Glu Gin Gly Asp Leu Thr Phe Gin Gin Gly Asp Val lie 



1010 1015 1020 

Leu Val Thr Lys Lys Asp Gly Asp Trp Trp Thr Gly Thr Val Gly Asp 
1025 1030 1035 1040 

Lys Ala Gly Val Phe Pro Ser Asn Tyr Val Arg Leu Lys Asp Ser Glu 
1045 1050 1055 

Gly Ser Gly Thr Ala Gly Lys Thr Gly Ser Leu Gly Lys Lys Pro Glu 
1060 1065 1070 

He Ala Gin Val He Ala Ser Tyr Thr Ala Thr Gly Pro Glu Gin Leu 
1075 1080 1085 

Thr Leu Ala Pro Gly Gin Leu He Leu He Arg Lys Lys Asn Pro Gly 
1090 1095 1100 

Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg Gin He 
1105 1110 1115 1120 

Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu Ser Pro Gly Thr Ser 
1125 1130 1135 

4t Lys He Thr Pro Thr Glu Pro Pro Lys Ser Thr Ala Leu Ala Ala Val 
Vj 1140 1145 1150 

ru 

fj Cys Gin Val He Gly Met Tyr Asp Tyr Thr Ala Gin Asn Asp Asp Glu 
1155 1160 1165 

^ Leu Ala Phe Asn Lys Gly Gin He He Asn Val Leu Asn Lys Glu Asp 
=N H70 1175 1180 

a 

P Pro Asp Trp Trp Lys Gly Glu Val Asn Gly Gin Val Gly Leu Phe Pro 

M 1185 1190 1195 1200 

P 

fU Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp Pro Ser Gin Gin 
*2 1205 1210 1215 

M 

<210> 41 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<223> From Seq ID 41 to ID 70, there are 30 pretein 

sequences translated from Seq ID No. 6. Together, 
they form the whole protein sequence. 

<400> 41 

Glu Trp Arg Arg Gin Gly Arg Glu Arg Ser Leu Val Ala Pro 
15 10 



<210> 42 
<211> 52 
<212> PRT 



<213> Homo sapiens 
<400> 42 

Tyr Gly Gly Ser Arg Gly Arg lie Pro Ser Gly Leu Arg Asp Gly Gin 
15 10 15 

Arg Gly Gly Arg Gly Trp Cys Ala Gly Leu Arg Leu Leu Arg Pro Ser 
20 25 30 

Gin Arg Arg Val Ser Gly Thr Asp Leu Ser Leu Gly Arg Gin Arg Gly 
35 40 45 

Pro Ala Arg Arg 
50 



<210> 43 
<211> 3 
<212> PRT 

<213> Homo sapiens 

<400> 43 
Gly Val Asp 
1 



<210> 44 
<211> 1222 
<212> PRT 

<213> Homo sapiens 
<400> 44 

Gin Gly Lys Ser Asn Arg Thr Met Ala Gin Phe Pro Thr Pro Phe Gly 
15 10 15 

Gly Ser Leu Asp lie Trp Ala lie Thr Val Glu Glu Arg Ala Lys His 
20 25 30 

Asp Gin Gin Phe His Ser Leu Lys Pro lie Ser Gly Phe lie Thr Gly 
35 40 45 

Asp Gin Ala Arg Asn Phe Phe Phe Gin Ser Gly Leu Pro Gin Pro Val 
50 55 60 

Leu Ala Gin lie Trp Ala Leu Ala Asp Met Asn Asn Asp Gly Arg Met 
65 70 75 80 

Asp Gin Val Glu Phe Ser lie Ala Met Lys Leu lie Lys Leu Lys Leu 
85 90 95 

Gin Gly Tyr Gin Leu Pro Ser Ala Leu Pro Pro Val Met Lys Gin Gin 
100 105 110 

Pro Val Ala He Ser Ser Ala Pro Ala Phe Gly Met Gly Gly He Ala 
115 120 125 



Ser Met Pro Pro Leu Thr Ala Val Ala Pro Val Pro Met Gly Ser He 



130 135 140 

Pro Val Val Gly Met Ser Pro Thr Leu Val Ser Ser Val Pro Thr Ala 
145 150 155 160 

Ala Val Pro Pro Leu Ala Asn Gly Ala Pro Pro Val lie Gin Pro Leu 
165 170 175 

Pro Ala Phe Ala His Pro Ala Ala Thr Leu Pro Lys Ser Ser Ser Phe 
180 185 190 

Ser Arg Ser Gly Pro Gly Ser Gin Leu Asn Thr Lys Leu Gin Lys Ala 
195 200 205 

Gin Ser Phe Asp Val Ala Ser Val Pro Pro Val Ala Glu Trp Ala Val 
210 215 220 

Pro Gin Ser Ser Arg Leu Lys Tyr Arg Gin Leu Phe Asn Ser His Asp 
225 230 235 240 

Lys Thr Met Ser Gly His Leu Thr Gly Pro Gin Ala Arg Thr lie Leu 
245 250 255 

Met Gin Ser Ser Leu Pro Gin Ala Gin Leu Ala Ser lie Trp Asn Leu 
260 265 270 

Ser Asp lie Asp Gin Asp Gly Lys Leu Thr Ala Glu Glu Phe lie Leu 
275 280 285 

Ala Met His Leu lie Asp Val Ala Met Ser Gly Gin Pro Leu Pro Pro 
290 295 300 

Val Leu Pro Pro Glu Tyr lie Pro Pro Ser Phe Arg Arg Val Arg Ser 
305 310 315 320 

Gly Ser Gly lie Ser Val lie Ser Ser Thr Ser Val Asp Gin Arg Leu 
325 330 335 

Pro Glu Glu Pro Val Leu Glu Asp Glu Gin Gin Gin Leu Glu Lys Lys 
340 345 350 

Leu Pro Val Thr Phe Glu Asp Lys Lys Arg Glu Asn Phe Glu Arg Gly 
355 360 365 

Asn Leu Glu Leu Glu Lys Arg Arg Gin Ala Leu Leu Glu Gin Gin Arg 
370 375 380 

Lys Glu Gin Glu Arg Leu Ala Gin Leu Glu Arg Ala Glu Gin Glu Arg 
385 390 395 400 

Lys Glu Arg Glu Arg Gin Glu Gin Glu Arg Lys Arg Gin Leu Glu Leu 
405 410 415 

Glu Lys Gin Leu Glu Lys Gin Arg Glu Leu Glu Arg Gin Arg Glu Glu 
420 425 430 



Glu Arg Arg Lys Glu lie Glu Arg Arg Glu Ala Ala Lys Arg Glu Leu 



435 



440 



445 



Glu Arg Gin Arg Gin Leu Glu Trp Glu Arg Asn Arg Arg Gin Glu Leu 
450 455 460 

Leu Asn Gin Arg Asn Lys Glu Gin Glu Asp lie Val Val Leu Lys Ala 
465 470 475 480 

Lys Lys Lys Thr Leu Glu Phe Glu Leu Glu Ala Leu Asn Asp Lys Lys 
485 490 495 

His Gin Leu Glu Gly Lys Leu Gin Asp lie Arg Cys Arg Leu Thr Thr 
500 505 510 

Gin Arg Gin Glu lie Glu Ser Thr Asn Lys Ser Arg Glu Leu Arg lie 
515 520 525 

Ala Glu lie Thr His Leu Gin Gin Gin Leu Gin Glu Ser Gin Gin Met 
530 535 540 

Leu Gly Arg Leu lie Pro Glu Lys Gin lie Leu Asn Asp Gin Leu Lys 
545 550 555 560 

Gin Val Gin Gin Asn Ser Leu His Arg Asp Ser Leu Val Thr Leu Lys 
565 570 575 

Arg Ala Leu Glu Ala Lys Glu Leu Ala Arg Gin His Leu Arg Asp Gin 
580 585 590 

Leu Asp Glu Val Glu Lys Glu Thr Arg Ser Lys Leu Gin Glu lie Asp 
595 600 605 

lie Phe Asn Asn Gin Leu Lys Glu Leu Arg Glu lie His Asn Lys Gin 
610 615 620 

Gin Leu Gin Lys Gin Lys Ser Met Glu Ala Glu Arg Leu Lys Gin Lys 
625 630 635 640 

Glu Gin Glu Arg Lys lie lie Glu Leu Glu Lys Gin Lys Glu Glu Ala 
645 650 655 

Gin Arg Arg Ala Gin Glu Arg Asp Lys Gin Trp Leu Glu His Val Gin 
660 665 670 

Gin Glu Asp Glu His Gin Arg Pro Arg Lys Leu His Glu Glu Glu Lys 
675 680 685 

Leu Lys Arg Glu Glu Ser Val Lys Lys Lys Asp Gly Glu Glu Lys Gly 
690 695 700 

Lys Gin Glu Ala Gin Asp Lys Leu Gly Arg Leu Phe His Gin His Gin 
705 710 715 720 

Glu Pro Ala Lys Pro Ala Val Gin Ala Pro Trp Ser Thr Ala Glu Lys 
725 730 735 



Gly Pro Leu Thr lie Ser Ala Gin Glu Asn Val Lys Val Val Tyr Tyr 



740 

Arg Ala Leu Tyr 
755 



745 

Pro Phe Glu Ser Arg Ser His Asp Glu 
760 765 



750 

He Thr He 



Gin Pro Gly Asp 
770 



He Val Met Val Asp Glu Ser Gin Thr Gly Glu Pro 
775 780 



Gly Trp Leu Gly 
785 



Gly Glu Leu Lys Gly Lys Thr Gly Trp 
790 795 



Phe Pro Ala 
800 



Asn Tyr Ala Glu Lys He Pro Glu Asn Glu Val Pro Ala Pro Val Lys 
805 810 815 



Pro Val Thr Asp 
820 



Ser Thr Ser Ala Pro Ala Pro Lys Leu 
825 



Ala Leu Arg 
830 



Glu Thr Pro Ala 
835 



Pro Leu Ala Val Thr Ser Ser Glu Pro Ser Thr Thr 
840 845 



ru 

P 

w 



a 

P 



Pro Asn Asn Trp 
850 

Glu Lys Pro Glu 
865 



Ala Asp Phe Ser Ser Thr Trp Pro Thr Ser Thr Asn 
855 860 



Thr Asp Asn Trp Asp Ala Trp Ala Ala 
870 875 



Leu Thr Val Pro Ser Ala Gly Gin Leu Arg Gin Arg Ser 
885 890 



Pro Ala Thr Ala 
900 

Glu Lys Val Glu 
915 

Lys Lys Asp Asn 
930 

Leu Glu Gin Gin 
945 



Thr Gly Ser Ser Pro Ser Pro Val Leu 
905 



Gin Pro Ser 
880 

Ala Phe Thr 
895 

Gly Gin Gly 
910 



Gly Leu Gin Ala Gin Ala Leu Tyr Pro Trp Arg Ala 
920 925 



His Leu Asn Phe Asn Lys Asn Asp Val 
935 940 

Asp Met Trp Trp Phe Gly Glu Val Gin 
950 955 



He Thr Val 



Gly Gin Lys 
960 



Gly Trp Phe Pro Lys Ser Tyr Val Lys Leu He Ser Gly Pro He Arg 
965 970 975 



Lys Ser Thr Ser 
980 



Met Asp Ser Gly Ser Ser Glu Ser Pro Ala Ser Leu 
985 990 



Lys Arg Val Ala 
995 

Phe He Ala Met 
1010 



Ser Pro Ala Ala Lys Pro Val Val Ser Gly Glu Glu 
1000 1005 

Tyr Thr Tyr Glu Ser Ser Glu Gin Gly Asp Leu Thr 
1015 1020 



Phe Gin Gin Gly 
1025 



Asp Val He Leu Val Thr Lys Lys Asp Gly Asp Trp 
1030 1035 1040 



Trp Thr Gly Thr Val Gly Asp Lys Ala Gly Val Phe Pro Ser Asn Tyr 



1045 1050 1055 

Val Arg Leu Lys Asp Ser Glu Gly Ser Gly Thr Ala Gly Lys Thr Gly 
1060 1065 1070 

Ser Leu Gly Lys Lys Pro Glu lie Ala Gin Val He Ala Ser Tyr Thr 
1075 1080 1085 

Ala Thr Gly Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu He Leu 
1090 1095 1100 

He Arg Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala 
1105 1110 1115 1120 

Arg Gly Lys Lys Arg Gin He Gly Trp Phe Pro Ala Asn Tyr Val Lys 
1125 1130 1135 

Leu Leu Ser Pro Gly Thr Ser Lys He Thr Pro Thr Glu Pro Pro Lys 
1140 1145 1150 

Ser Thr Ala Leu Ala Ala Val Cys Gin Val He Gly Met Tyr Asp Tyr 
1155 1160 1165 

p 

y3 Thr Ala Gin Asn Asp Asp Glu Leu Ala Phe Asn Lys Gly Gin He He 
S 1170 1175 1180 

w 

Q Asn Val Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu Val Asn 
1185 1190 1195 1200 

*2 Gly Gin Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp 

1205 1210 1215 



a 



Met Asp Pro Ser Gin Gin 



H 1220 
P 
flj 

p <210> 45 



<211> 10 
<212> PRT 

<213> Homo sapiens 
<400> 45 

He He Cys Cys Pro Ser Pro Pro Gin Ala 
15 10 



<210> 46 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 46 

Lys Ser Phe Cys Gly Phe Pro Ser Tyr Ser Asn 
15 10 



<210> 47 



<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 47 

Leu Ser Pro Thr Phe Ala Gin Val Leu Ser lie Val Leu Lys Leu Phe 
15 10 15 

Leu Asn lie Tyr Phe Ser Phe Leu lie Asn Lys lie Asn Lys 
20 25 30 



<210> 48 
<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 48 

Leu Leu Cys Tyr Phe Gly Phe Ala Lys Arg Pro Thr lie Lys Glu Cys 
15 10 15 

Cys Met Cys Tyr 
M 2 0 

y3 
N 

fij <210> 49 

P <211> 34 

gp <212> PRT 

fij <213> Homo sapiens 

^ <400> 49 

!L Lys Leu Phe Gin Met Ser lie Asn Leu Arg Leu Asp Val Phe Phe His 

M 15 10 15 

H 

p Phe Val Gin Cys Tyr Gin Leu Asn Cys Ala Val Trp Gly Phe Ser Pro 

pj 20 25 30 



q 



Leu Pro 



<210> 50 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 50 

Lys Cys Arg Gly Val Gin Tyr Leu Cys Phe Lys Asp Val 
15 10 



<210> 51 

<211> 4 

<212> PRT 

<213> Homo sapiens 



<400> 51 



Asn Glu Pro Asn 
1 



<210> 52 
<211> 15 
<212> PRT 

<213> Homo sapiens 
<400> 52 

Ser Glu Gly Val Cys Ala Cys Leu Cys Val Ser Ala Val Pro Cys 
15 10 15 




<210> 53 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 53 

Ala Cys Asn Thr Ser Cys Thr 
1 5 



H <210> 54 
PJ <211> 29 
p <212> PRT 

<213> Homo sapiens 



3 

C3 



<400> 54 

Glu lie Ser Ser Phe His Gly Lys Ala lie Thr Leu Tyr Asp Ala Leu 
15 10 15 



H lie lie Leu His Leu lie Leu Phe Cys Thr Val Thr Leu 
tt 20 25 

a 

y, <210> 55 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 55 

Pro His Glu Lys Ala Leu Cys Val Phe Val Arg Ser Gin lie Tyr Leu 
15 10 15 

Val Glu Leu Val Phe Cys Leu Gly Phe Leu lie Leu Arg Val Cys lie 
20 25 30 

Ala 



<210> 56 

<211> 2 

<212> PRT 

<213> Homo sapiens 



<400> 56 
Asn Gin 
1 



<210> 57 
<211> 16 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Thr Thr Pro Leu Arg Ser Leu Arg Ser Thr lie Ser Thr Val Ser Phe 
15 10 15 



<210> 58 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 58 

P Ser Leu Leu His Glu Val Leu Phe Gin Leu Leu Phe Met Glu 

yj i 5 io 

w 

f;j <210> 59 
<211> 5 
<212> PRT 

< 2 1 3 > Homo s ap i en s 



I <400> 59 
P Pro lie Leu Asn Lys 
1 5 

P - 

ru 

r**j <210> 60 

^ <211> 2 

1 * <212> PRT 

<213> Homo sapiens 

<400> 60 
Phe Ser 
1 



<210> 61 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 61 

Gin Glu Arg Met Tyr Arg Ser Leu Pro Ala lie Asn Phe Gin Cys Leu 
15 10 15 

His Phe Leu Thr Arg Leu Trp Asn Phe Tyr Arg Leu lie 
20 25 



<210> 62 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 62 

Asn Gly Ala His Gly Pro Phe Val Cys 
1 5 



<210> 63 

<211> 4 

<212> PRT 

<213> Homo sapiens 

<400> 63 
lie Cys Cys Ser 
1 



<210> 64 
<211> 33 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Ser Pro Val Cys Leu Leu Asn Thr Ser Trp Lys Leu Ser lie Lys Met 
15 10 15 

Pro Ala Ala His Ser Thr Glu Asn Gly Ala Gly Gly Ala Ser Ser Thr 
20 25 30 

He 



<210> 65 
<211> 3 
<212> PRT 

<213> Homo sapiens 

<400> 65 
Leu Ser Ser 
1 



<210> 66 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<400> 66 

Arg Leu Cys Asn Ala His Ser Pro Arg Val Leu Pro Ala Leu Ser Gly 
1*5 10 15 



Gly Cys Ala Gly Gly Arg Val Glu Val Leu Leu Leu Ser His Gly Ala 
20 25 30 

Glu Ser Glu Asp Leu Ser Ser Ser Phe Ser Cys Thr Ser Val Phe Ser 
35 40 45 

Arg lie 
50 



<210> 67 
<211> 1 
<212> PRT 

<213> Homo sapiens 

<400> 67 
Met 
1 



<210> 68 
<211> 2 
<212> PRT 

<213> Homo sapiens 



P 

N 

Hj <400> 68 
Q Asn lie 

til 1 



<210> 69 

3 <211> 22 

^3 <212> PRT 

H <213> Homo sapiens 

Hj <400> 69 

f;} lie Tyr Lys Pro Ala Ala Leu Thr Thr Val lie Gin Pro Phe Glu Leu 
1 5 10 15 



Val Pro Cys lie Asp Asn 
20 



<210> 70 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 70 

lie Leu His Thr Lys Val Lys Lys Lys Lys Lys Lys Lys 
15 10 



<210> 71 

<211> 2079 

<212> DNA 

<213> Homo sapiens 



<400> 71 

cggggatggt gtgcggggct gcggctcctg cgtccctccc agcggcgcgt gagcggcact 60 
gatttgtccc tggggcggca gcgcggaccc gcccggagat gaggcgtcga ttagcaaggt 12 0 
aaaagtaaca gaaccatggc tcagtttcca acaccttttg gtggcagcct ggatatctgg 180 
gccataactg tagaggaaag agcgaagcat gatcagcagt tccatagttt aaagccaata 240 
tctggattca ttactggtga tcaagctaga aacttttttt ttcaatctgg gttacctcaa 300 
cctgttttag cacagatatg ggcactagct gacatgaata atgatggaag aatggatcaa 360 
gtggagtttt ccatagctat gaaacttatc aaactgaagc tacaaggata tcagctaccc 420 
tctgcacttc cccctgtcat gaaacagcaa ccagttgcta tttctagcgc accagcattt 480 
ggtatgggag gtatcgccag catgccaccg cttacagctg ttgctccagt gccaatggga 540 
tccattccag ttgttggaat gtctccaacc ctagtatctt ctgttcccac agcagctgtg 600 
ccccccctgg ctaacggggc tccccctgtt atacaacctc tgcctgcatt tgctcatcct 660 
gcagccacat tgccaaagag ttcttccttt agtagatctg gtccagggtc acaactaaac 720 
actaaattac aaaaggcaca gtcatttgat gtggccagtg tcccaccagt ggcagagtgg 780 
gctgttcctc agtcatcaag actgaaatac aggcaattat tcaatagtca tgacaaaact 840 
atgagtggac acttaacagg tccccaagca agaactattc ttatgcagtc aagtttacca 900 
caggctcagc tggcttcaat atggaatctt tctgacattg atcaagatgg aaaacttaca 960 
gcagaggaat ttatcctggc aatgcacctc attgatgtag ctatgtctgg ccaaccactg 102 0 
ccacctgtcc tgcctccaga atacattcca ccttctttta gaagagttcg atctggcagt 1080 
ggtatatctg tcataagctc aacatctgta gatcagaggc taccagagga accagtttta 114 0 
» gaagatgaac aacaacaatt agaaaagaaa ttacctgtaa cgtttgaaga taagaagcgg 12 00 
M gagaactttg aacgtggcaa cctggaactg gagaaacgaa ggcaagctct cctggaacag 1260 
cagcgcaagg agcaggagcg cctggcccag ctggagcggg cggagcagga gaggaaggag 132 0 
M cgtgagcgcc aggagcaaga gcgcaaaaga caactggaac tggagaagca actggaaaag 13 8 0 
fLJ cagcgggagc tagaacggca gagagaggag gagaggagga aagaaattga gaggcgagag 144 0 
Q gctgcaaaac gggaacttga aaggcaacga caacttgagt gggaacggaa tcgaaggcaa 1500 
jjj gaactactaa atcaaagaaa caaagaacaa gaggacatag ttgtactgaa agcaaagaaa 1560 
yj aagactttgg aatttgaatt agaagctcta aatgataaaa agcatcaact agaagggaaa 162 0 
cttcaagata tcagatgtcg attgaccacc caaaggcaag aaattgagag cacaaacaaa 1680 
^ tctagagagt tgagaattgc cgaaatcacc catctacagc aacaattaca ggaatctcag 1740 
caaatgcttg gaagacttat tccagaaaaa cagatactca atgaccaatt aaaacaagtt 1800 
M cagcagaaca gtttgcacag agattcactt gttacactta aaagagcctt agaagcaaaa 1860 
gaactagctc ggcagcacct acgagaccaa ctggatgaag tggagaaaga aactagatca 1920 
CJ aaactacagg agattgatat tttcaataat cagctgaagg aactaagaga aatacacaat 1980 
flj aagcaacaac tccagaagca aaagtccatg gaggctgaac gactgaaaca gaaagaacaa 2 04 0 
gaacgaaaga tcatagaatt agaaaaaaaa aaaaaaaaa 2 07 9 



a 



<210> 72 
<211> 648 
<212> PRT 

<213> Homo sapiens 
<400> 72 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp He Trp Ala 
15 10 15 

He Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 

Lys Pro He Ser Gly Phe He Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 

Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin He Trp Ala Leu 
50 55 60 



Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser He 



65 70 75 80 

Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 

Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 
100 105 110 

Pro Ala Phe Gly Met Gly Gly lie Ala Ser Met Pro Pro Leu Thr Ala 
115 120 125 

Val Ala Pro Val Pro Met Gly Ser He Pro Val Val Gly Met Ser Pro 
130 135 140 

Thr Leu Val Ser Ser Val Pro Thr Ala Ala Val Pro Pro Leu Ala Asn 
145 150 155 160 

Gly Ala Pro Pro Val He Gin Pro Leu Pro Ala Phe Ala His Pro Ala 
165 170 175 

Ala Thr Leu Pro Lys Ser 'Ser Ser Phe Ser Arg Ser Gly Pro Gly Ser 
180 185 190 



Gin Leu Asn Thr Lys Leu Gin Lys Ala Gin Ser Phe Asp Val Ala Ser 
195 200 205 



Q 

p Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
4^ 210 215 220 

u 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 

^ 225 230 235 240 

s 

p Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
^ 245 250 255 

P 

HJ Ala Gin Leu Ala Ser He Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
Q 260 265 270 

Lys Leu Thr Ala Glu Glu Phe He Leu Ala Met His Leu He Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr He 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly He Ser Val He 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 

Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 

Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 



Arg Gin Ala 



Leu Leu Glu Gin Gin 



Arg Lys Glu Gin Glu Arg Leu Ala 



370 375 380 

Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 

Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 
405 410 415 

Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 

Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 

Gin Glu Asp lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
465 470 475 480 

Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

a 

y3 Gin Asp lie Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu lie Glu Ser 
'"4 500 505 510 

nj 

P Thr Asn Lys Ser Arg Glu Leu Arg lie Ala Glu lie Thr His Leu Gin 
k|j 515 520 525 

U 



Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu lie Pro Glu 
530 535 540 



Lys Gin lie Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 560 



P 

M 

HJ His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
P 565 570 575 

Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu lie Asp lie Phe Asn Asn Gin Leu Lys 
595 600 605 

Glu Leu Arg Glu lie His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
625 630 635 640 

Glu Leu Glu Lys Lys Lys Lys Lys 
645 



<210> 73 
<211> 33 
<212> PRT 



<213> Homo sapiens 
<220> 

<223> From Seq ID 73 to ID 75, there are 3 pretein 

sequences translated from Seq ID No. 71. Together, 
they form the whole protein sequence. 

<400> 73 

Arg Gly Trp Cys Ala Gly Leu Arg Leu Leu Arg Pro Ser Gin Arg Arg 
15 10 15 

Val Ser Gly Thr Asp Leu Ser Leu Gly Arg Gin Arg Gly Pro Ala Arg 
20 25 30 

Arg 



<210> 74 
<211> 3 
<212> PRT 

<213> Homo sapiens 

<400> 74 
Gly Val Asp 
1 



<210> 75 
<211> 655 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Gin Gly Lys Ser Asn Arg Thr Met Ala Gin Phe Pro Thr Pro Phe Gly 
15 10 15 

Gly Ser Leu Asp lie Trp Ala lie Thr Val Glu Glu Arg Ala Lys His 
20 25 30 

Asp Gin Gin Phe His Ser Leu Lys Pro lie Ser Gly Phe lie Thr Gly 
35 40 45 

Asp Gin Ala Arg Asn Phe Phe Phe Gin Ser Gly Leu Pro Gin Pro Val 
50 55 60 

Leu Ala Gin lie Trp Ala Leu Ala Asp Met Asn Asn Asp Gly Arg Met 
65 70 75 80 

Asp Gin Val Glu Phe Ser lie Ala Met Lys Leu lie Lys Leu Lys Leu 
85 90 95 

Gin Gly Tyr Gin Leu Pro Ser Ala Leu Pro Pro Val Met Lys Gin Gin 
100 105 110 



Pro Val Ala He Ser Ser Ala Pro Ala Phe Gly Met Gly Gly He Ala 
115 120 125 



Ser Met Pro Pro Leu Thr Ala Val Ala Pro Val Pro Met Gly Ser lie 
130 135 140 

Pro Val Val Gly Met Ser Pro Thr Leu Val Ser Ser Val Pro Thr Ala 
145 150 155 160 

Ala Val Pro Pro Leu Ala Asn Gly Ala Pro Pro Val lie Gin Pro Leu 
165 170 175 

Pro Ala Phe Ala His Pro Ala Ala Thr Leu Pro Lys Ser Ser Ser Phe 
180 185 190 

Ser Arg Ser Gly Pro Gly Ser Gin Leu Asn Thr Lys Leu Gin Lys Ala 
195 200 205 

Gin Ser Phe Asp Val Ala Ser Val Pro Pro Val Ala Glu Trp Ala Val 
210 215 220 

Pro Gin Ser Ser Arg Leu Lys Tyr Arg Gin Leu Phe Asn Ser His Asp 
225 230 235 240 

Lys Thr Met Ser Gly His Leu Thr Gly Pro Gin Ala Arg Thr lie Leu 
245 250 255 

Met Gin Ser Ser Leu Pro Gin Ala Gin Leu Ala Ser lie Trp Asn Leu 
260 265 270 

Ser Asp lie Asp Gin Asp Gly Lys Leu Thr Ala Glu Glu Phe lie Leu 
275 280 285 

Ala Met His Leu lie Asp Val Ala Met Ser Gly Gin Pro Leu Pro Pro 
290 295 300 

Val Leu Pro Pro Glu Tyr lie Pro Pro Ser Phe Arg Arg Val Arg Ser 
305 310 315 320 

Gly Ser Gly lie Ser Val lie Ser Ser Thr Ser Val Asp Gin Arg Leu 
325 330 335 

Pro Glu Glu Pro Val Leu Glu Asp Glu Gin Gin Gin Leu Glu Lys Lys 
340 345 350 

Leu Pro Val Thr Phe Glu Asp Lys Lys Arg Glu Asn Phe Glu Arg Gly 
355 360 365 

Asn Leu Glu Leu Glu Lys Arg Arg Gin Ala Leu Leu Glu Gin Gin Arg 
370 375 380 

Lys Glu Gin Glu Arg Leu Ala Gin Leu Glu Arg Ala Glu Gin Glu Arg 
385 390 395 400 

Lys Glu Arg Glu Arg Gin Glu Gin Glu Arg Lys Arg Gin Leu Glu Leu 
405 410 415 

Glu Lys Gin Leu Glu Lys Gin Arg Glu Leu Glu Arg Gin Arg Glu Glu 
420 425 430 



Glu Arg Arg Lys Glu lie Glu Arg Arg Glu Ala Ala Lys Arg Glu Leu 
435 440 445 

Glu Arg Gin Arg Gin Leu Glu Trp Glu Arg Asn Arg Arg Gin Glu Leu 
450 455 460 

Leu Asn Gin Arg Asn Lys Glu Gin Glu Asp lie Val Val Leu Lys Ala 
465 470 475 480 

Lys Lys Lys Thr Leu Glu Phe Glu Leu Glu Ala Leu Asn Asp Lys Lys 
485 490 495 

His Gin Leu Glu Gly Lys Leu Gin Asp lie Arg Cys Arg Leu Thr Thr 
500 505 510 

Gin Arg Gin Glu lie Glu Ser Thr Asn Lys Ser Arg Glu Leu Arg lie 
515 520 525 



a 

as 

Si 
HI 

q. 
\p 
u 

Ir3 



Ala Glu He Thr His Leu Gin Gin Gin Leu Gin Glu Ser Gin Gin Met 
530 535 540 

Leu Gly Arg Leu He Pro Glu Lys Gin He Leu Asn Asp Gin Leu Lys 
545 550 555 560 

Gin Val Gin Gin Asn Ser Leu His Arg Asp Ser Leu Val Thr Leu Lys 
565 570 575 

Arg Ala Leu Glu Ala Lys Glu Leu Ala Arg Gin His Leu Arg Asp Gin 
580 585 590 

Leu Asp Glu Val Glu Lys Glu Thr Arg Ser Lys Leu Gin Glu He Asp 
595 600 605 



E3 

a 



He Phe Asn Asn Gin Leu Lys Glu Leu Arg Glu He His Asn Lys Gin 
610 615 620 

Gin Leu Gin Lys Gin Lys Ser Met Glu Ala Glu Arg Leu Lys Gin Lys 
625 630 635 640 



Glu Gin Glu Arg Lys He He Glu Leu Glu Lys Lys Lys Lys Lys 
645 650 655 



<210> 76 

<211> 3231 

<212> DNA 

<213> Homo sapiens 

<400> 76 

gaccacccaa aggcaagaaa ttgagagcac 
aatcacccat ctacagcaac aattacagga 
agaaaaacag atactcaatg accaattaaa 
ttcacttgtt acacttaaaa gagccttaga 
agaccaactg gatgaagtgg agaaagaaac 
caataatcag ctgaaggaac taagagaaat 
gtccatggag gctgaacgac tgaaacagaa 



aaacaaatct agagagttga .gaattgccga 60 
atctcagcaa atgcttggaa gacttattcc 120 
acaagttcag cagaacagtt tgcacagaga 180 
agcaaaagaa ctagctcggc agcacctacg 24 0 
tagatcaaaa ctacaggaga ttgatatttt 300 
acacaataag caacaactcc agaagcaaaa 360 
agaacaagaa cgaaagatca tagaattaga 420 



aaaacaaaaa 
tgtgcagcag 
aagggaggag 
caagctgggt 
ctggtccact 
gtattaccgg 
aggagacata 
attaaaagga 
ggttcccgct 
cttgcgtgag 
taactgggcc 
taactgggat 
gcagaggtcc 
ccagggtgaa 
agacaaccac 
gtggtggttt 
catttcaggg 
tagtctaaag 
ccaggttatt 
gctgattttg 
tgggaaaaag 
gacgagcaaa 
ggtgattggg 
ccagatcatc 
acaagtgggg 
gcaatgaatc 
tagttactca 
atttttaaat 
ttttggtttt 
ccaaatgtcc 
aaattgtgca 
ctgttttaaa 
tgtatcagct 
ccatggcaaa 
cacagtgacc 
tctggttgag 
tcagtagaca 
tctgttacat 
attttcttga 
ttttttaact 
tgtgtgttag 
ctcaataaaa 
aatctagctg 
gtcgggaggc 
gaggacctct 
atataaatat 
tgtatagata 

<210> 77 
<211> 641 
<212> PRT 
<213> Homo 



gaagaagccc 
gaggacgagc 
agtgtcaaaa 
cggcttttcc 
gcagaaaaag 
gcactgtacc 
gtcatggtgg 
aagacagggt 
ccagtgaaac 
acccccgccc 
gacttcagct 
gcatgggcag 
gcctttactc 
aaggtggagg 
ttaaatttta 
ggagaagttc 
cccataagga 
cgagtagcct 
gcctcataca 
atccgaaaaa 
cgccagatag 
atcactccaa 
atgtacgact 
aacgtcctca 
ctcttcccat 
atatgttgtc 
aattgacttt 
atatatttta 
gcaaaaagac 
ataaatctga 
gtttggggct 
gacgtataga 
gtaccttgtt 
gctattacct 
ttgtagccac 
ttggtgtttt 
acaccactga 
gaagttttat 
caagaaagaa 
agactgtgga 
atatgctgta 
atgcctgctg 
tcctcctaaa 
tgtgctggtg 
cctcctcgtt 
ataaacctgc 
attaaattct 



aaagacgagc 
atcagagacc 
agaaggatgg 
atcaacacca 
gtccacttac 
cctttgaatc 
atgaaagcca 
ggttccctgc 
cagtgactga 
ctttggcagt 
ccacgtggcc 
cccagccctc 
cagccacggc 
ggctacaagc 
acaaaaatga 
aaggtcagaa 
agtctacaag 
ctccagcagc 
ccgccaccgg 
agaacccagg 
gctggttccc 
cagagccacc 
acaccgcgca 
acaaggagga 
ccaattatgt 
catccccccc 
cccccacctt 
gctttttaat 
ccactatcaa 
gacttgatgt 
tttccccctt 
atgagcccaa 
gagcatgtaa 
tgtacgatgc 
atgagaaagc 
gtttggggtt 
ggtcgttacg 
tccagttact 
tgtatagaag 
atttctacag 
gctgaagccc 
ctcacagcac 
gactctgtaa 
gtcgtgtaag 
cagttgcact 
ggctttaaca 
tcatacaaaa 



tcaggaaagg 
aagaaaactc 
cgaggaaaaa 
agaaccagct 
catttctgca 
cagaagccat 
aactggagaa 
aaactatgca 
ttcaacatct 
aacctcttca 
caccagcacg 
tctcaccgtt 
cactggctcc 
tcaagcccta 
tgtcatcacc 
gggttggttc 
catggattct 
caagccggtc 
ccccgagcag 
tggatggtgg 
agctaattat 
taagtcaaca 
gaatgacgat 
ccctgactgg 
gaagctgacc 
tcaggcttga 
tgcacaggtg 
aaacaaaata 
ggaatgctgc 
attttttcat 
accatagaag 
ttaaagcgaa 
tacatcctgt 
tctaatcata 
actctgtgtt 
tttaattttg 
atcaacgata 
tttcatggaa 
tctccctgca 
attaatatga 
tgtttgtctt 
agaaaatggg 
tgctcactcc 
gtccttctcc 
tcagtatttt 
actgtaatac 
gttaaaaaaa 



gacaagcagt 
cacgaagagg 
ggcaaacagg 
aagccagctg 
caggaaaatg 
gatgaaatca 
cccggctggc 
gagaaaatcc 
gcccctgccc 
gagccctcca 
aatgagaaac 
ccaagtgccg 
tccccgtctc 
tatccttgga 
gtcctggaac 
cccaagtctt 
ggttcttcag 
gtttcgggag 
ctcactctcg 
gaaggagagc 
gtaaagcttc 
gcattagcgg 
gagctggcct 
tggaaaggag 
acagacatgg 
aagtcctttt 
ctttcaatag 
aataaatgac 
atgtgctatt 
tttgtccagt 
tgcagaggag 
ggtgtttgtg 
acataagaaa 
ttgcatttaa 
tttgttcggt 
cgtgtttgca 
tccacagtct 
tgacctattt 
attaatttcc 
aatggagctc 
ttaaacacta 
gcagggggag 
cctcgcgttc 
tttcacatgg 
cacggatatg 
aaccttttga 
aaaaaaaaaa 



ggctggagca 
aaaaactgaa 
aagcacaaga 
tccaggcacc 
taaaagtggt 
ctatccagcc 
ttggaggaga 
cagaaaatga 
ccaaactggc 
cgacccctaa 
cagaaacgga 
gccagttaag 
ctgtgctagg 
gagccaaaaa 
agcaagacat 
acgtgaaact 
agagtcctgc 
aagaaattgc 
cccctggtca 
tgcaagcacg 
taagccctgg 
cagtgtgcca 
tcaacaaggg 
aagtcaatgg 
acccaagcca 
gtggctttcc 
ttttaaaatt 
ttctttgcta 
aaaaattgtt 
gttaccaact 
ttcagtatct 
cttgtttgtg 
ttagttcttt 
ttttattttg 
ctcagattta 
tagcataaaa 
ctttttagtc 
tgaacaagta 
aatgtttaca 
atggtccgtt 
gttggaagct 
cctcaagcac 
tcccggcgct 
tgcagagagc 
aatgtaaaat 
attagttccg 
a 



480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 

1500 

1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2640 

2700 

2760 

2820 

2880 

2940 

3000 

3060 

3120 

3180 

3231 



f 



sapiens 



<400> 77 

Thr Thr Gin Arg Gin Glu lie Glu Ser Thr Asn Lys Ser Arg Glu Leu 
15 10 15 



Q 

u 

P 

Q 
Hi 

q 



Arg He Ala Glu He Thr His Leu Gin Gin Gin Leu Gin Glu Ser Gin 
20 25 30 

Gin Met Leu Gly Arg Leu He Pro Glu Lys Gin He Leu Asn Asp Gin 
35 40 45 

Leu Lys Gin Val Gin Gin Asn Ser Leu His Arg Asp Ser Leu Val Thr 
50 55 60 

Leu Lys Arg Ala Leu Glu Ala Lys Glu Leu Ala Arg Gin His Leu Arg 
65 70 75 80 

Asp Gin Leu Asp Glu Val Glu Lys Glu Thr Arg Ser Lys Leu Gin Glu 
85 90 95 

He Asp He Phe Asn Asn Gin Leu Lys Glu Leu Arg Glu He His Asn 
100 105 110 

Lys Gin Gin Leu Gin Lys Gin Lys Ser Met Glu Ala Glu Arg Leu Lys 
115 120 125 

Gin Lys Glu Gin Glu Arg Lys He He Glu Leu Glu Lys Gin Lys Glu 
130 135 140 

Glu Ala Gin Arg Arg Ala Gin Glu Arg Asp Lys Gin Trp Leu Glu His 
145 150 155 160 

Val Gin Gin Glu Asp Glu His Gin Arg Pro Arg Lys Leu His Glu Glu 
165 170 175 

Glu Lys Leu Lys Arg Glu Glu Ser Val Lys Lys Lys Asp Gly Glu Glu 
180 185 190 

Lys Gly Lys Gin Glu Ala Gin Asp Lys Leu Gly Arg Leu Phe His Gin 
195 200 205 

His Gin Glu Pro Ala Lys Pro Ala Val Gin Ala Pro Trp Ser Thr Ala 
210 215 220 

Glu Lys Gly Pro Leu Thr He Ser Ala Gin Glu Asn Val Lys Val Val 
225 230 235 240 

Tyr Tyr Arg Ala Leu Tyr Pro Phe Glu Ser Arg Ser His Asp Glu He 
245 250 255 

Thr He Gin Pro Gly Asp He Val Met Val Asp Glu Ser Gin Thr Gly 
260 265 270 

Glu Pro Gly Trp Leu Gly Gly Glu Leu Lys Gly Lys Thr Gly Trp Phe 
275 280 285 



Pro Ala Asn Tyr Ala Glu Lys He Pro Glu Asn Glu Val Pro Ala Pro 
290 295 300 



Val Lys Pro Val Thr Asp Ser Thr Ser Ala Pro Ala Pro Lys Leu Ala 
305 310 315 320 



Leu Arg Glu Thr Pro Ala Pro Leu Ala Val Thr Ser Ser Glu Pro Ser 
325 330 335 



Thr Thr Pro Asn Asn Trp Ala Asp Phe Ser Ser Thr Trp Pro Thr Ser 
340 345 350 

Thr Asn Glu Lys Pro Glu Thr Asp Asn Trp Asp Ala Trp Ala Ala Gin 
355 360 365 

Pro Ser Leu Thr Val Pro Ser Ala Gly Gin Leu Arg Gin Arg Ser Ala 
370 375 380 

Phe Thr Pro Ala Thr Ala Thr Gly Ser Ser Pro Ser Pro Val Leu Gly 
385 390 395 400 

Gin Gly Glu Lys Val Glu Gly Leu Gin Ala Gin Ala Leu Tyr Pro Trp 
405 410 415 

Arg Ala Lys Lys Asp Asn His Leu Asn Phe Ash Lys Asn Asp Val lie 
420 425 430 

Thr Val Leu Glu Gin Gin Asp Met Trp Trp Phe Gly Glu Val Gin Gly 
435 440 445 

Gin Lys Gly Trp Phe Pro Lys Ser Tyr Val Lys Leu lie Ser Gly Pro 
450 455 460 

lie Arg Lys Ser Thr Ser Met Asp Ser Gly Ser Ser Glu Ser Pro Ala 
465 470 475 480 

Ser Leu Lys Arg Val Ala Ser Pro Ala Ala Lys Pro Val Val Ser Gly 
485 490 495 

Glu Glu He Ala Gin Val He Ala Ser Tyr Thr Ala Thr Gly Pro Glu 
500 505 510 

Gin Leu Thr Leu Ala Pro Gly Gin Leu He Leu He Arg Lys Lys Asn 
515 520 525 

Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg 
530 535 540 

Gin He Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu Ser Pro Gly 
545 550 555 560 

Thr Ser Lys He Thr Pro Thr Glu Pro Pro Lys Ser Thr Ala Leu Ala 
565 570 575 

Ala Val Cys Gin Val He Gly Met Tyr Asp Tyr Thr Ala Gin Asn Asp 
580 585 590 



Asp Glu Leu Ala Phe Asn Lys Gly Gin He He Asn Val Leu Asn Lys 
595 600 605 



Glu Asp Pro Asp Trp Trp Lys Gly Glu Val Asn Gly Gin Val Gly Leu 
610 615 620 



Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp Pro Ser Gin 
625 630 635 640 



Gin 



<210> 78 
<211> 641 
<212> PRT 

<213> Homo sapiens 
<400> 78 

Thr Thr Gin Arg Gin Glu lie Glu Ser Thr Asn Lys Ser Arg Glu Leu 
15 10 15 

Arg lie Ala Glu lie Thr His Leu Gin Gin Gin Leu Gin Glu Ser Gin 
20 25 30 

Gin Met Leu Gly Arg Leu lie Pro Glu Lys Gin lie Leu Asn Asp Gin 
35 40 45 

Leu Lys Gin Val Gin Gin Asn Ser Leu His Arg Asp Ser Leu Val Thr 
50 55 60 

Leu Lys Arg Ala Leu Glu Ala Lys Glu Leu Ala Arg Gin His Leu Arg 
65 70 75 80 

Asp Gin Leu Asp Glu Val Glu Lys Glu Thr Arg Ser Lys Leu Gin Glu 
85 90 95 

lie Asp lie Phe Asn Asn Gin Leu Lys Glu Leu Arg Glu lie His Asn 
100 105 110 

Lys Gin Gin Leu Gin Lys Gin Lys Ser Met Glu Ala Glu Arg Leu Lys 
115 120 125 

Gin Lys Glu Gin Glu Arg Lys lie lie Glu Leu Glu Lys Gin Lys Glu 
130 135 140 

Glu Ala Gin Arg Arg Ala Gin Glu Arg Asp Lys Gin Trp Leu Glu His 
145 150 155 160 

Val Gin Gin Glu Asp Glu His Gin Arg Pro Arg Lys Leu His Glu Glu 
165 170 175 

Glu Lys Leu Lys Arg Glu Glu Ser Val Lys Lys Lys Asp Gly Glu Glu 
180 185 190 

Lys Gly Lys Gin Glu Ala Gin Asp Lys Leu Gly Arg Leu Phe His Gin 
195 200 205 

His Gin Glu Pro Ala Lys Pro Ala Val Gin Ala Pro Trp Ser Thr Ala 
210 215 220 



Glu Lys Gly Pro Leu Thr lie Ser Ala Gin Glu Asn Val Lys Val Val 
225 230 235 240 



Tyr Tyr Arg Ala 



Thr lie Gin Pro 
260 

Glu Pro Gly Trp 
275 

Pro Ala Asn Tyr 
290 

Val Lys Pro Val 
305 

Leu Arg Glu Thr 



Leu Tyr Pro Phe 
245 

Gly Asp He Val 



Leu Gly Gly Glu 
280 

Ala Glu Lys He 
295 

Thr Asp Ser Thr 
310 

Pro Ala Pro Leu 
325 



Glu Ser Arg Ser 
250 

Met Val Asp Glu 
265 

Leu Lys Gly Lys 



Pro Glu Asn Glu 
300 

Ser Ala Pro Ala 
315 

Ala Val Thr Ser 
330 



His Asp Glu He 
255 

Ser Gin Thr Gly 
270 

Thr Gly Trp Phe 
285 

Val Pro Ala Pro 



Pro Lys Leu Ala 
320 

Ser Glu Pro Ser 
335 



Thr Thr Pro Asn Asn Trp Ala Asp Phe Ser Ser Thr Trp Pro Thr Ser 
340 345 350 

P Thr Asn Glu Lys Pro Glu Thr Asp Asn Trp Asp Ala Trp Ala Ala Gin 
4} 355 360 365 

f\\ Pro Ser Leu Thr Val Pro Ser Ala Gly Gin Leu Arg Gin Arg Ser Ala 
f j 370 375 380 

a 8 ? 

5 Gin Gly Glu Lys Val Glu Gly Leu Gin Ala Gin Ala Leu Tyr Pro Trp 
Q 405 410 415 

M 

Q Arg Ala Lys Lys Asp Asn His Leu Asn Phe Asn Lys Asn Asp Val He 



q 



Phe Thr Pro Ala Thr Ala Thr Gly Ser Ser Pro Ser Pro Val Leu Gly 
385 390 395 400 



420 425 430 

Thr Val Leu Glu Gin Gin Asp Met Trp Trp Phe Gly Glu Val Gin Gly 
435 440 445 



Gin Lys Gly Trp 
450 

He Arg Lys Ser 
465 

Ser Leu Lys Arg 



Glu Glu He Ala 
500 

Gin Leu Thr Leu 
515 



Phe Pro Lys Ser 
455 

Thr Ser Met Asp 
470 

Val Ala Ser Pro 
485 

Gin Val He Ala 



Ala Pro Gly Gin 
520 



Tyr Val Lys Leu 
460 

Ser Gly Ser Ser 
475 

Ala Ala Lys Pro 
490 

Ser Tyr Thr Ala 
505 

Leu He Leu He 



He Ser Gly Pro 



Glu Ser Pro Ala 
480 

Val Val Ser Gly 
495 

Thr Gly Pro Glu 
510 

Arg Lys Lys Asn 
525 



Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly Lys Lys Arg 
530 535 540 



Gin lie Gly Trp 
545 

Thr Ser Lys lie 



Ala Val Cys Gin 
580 

Asp Glu Leu Ala 
595 

Glu Asp Pro Asp 
610 

Phe Pro Ser Asn 
625 

Gin 




Phe Pro Ala Asn 
550 

Thr Pro Thr Glu 
565 

Val He Gly Met 



Phe Asn Lys Gly 
600 

Trp Trp Lys Gly 
615 

Tyr Val Lys Leu 
630 



Tyr Val Lys Leu 
555 

Pro Pro Lys Ser 
570 

Tyr Asp Tyr Thr 
585 

Gin He He Asn 



Glu Val Asn Gly 
620 

Thr Thr Asp Met 
635 




Leu Ser Pro Gly 
560 

Thr Ala Leu Ala 
575 

Ala Gin Asn Asp 
590 

Val Leu Asn Lys 
605 

Gin Val Gly Leu 



Asp Pro Ser Gin 
640 



q 








<210> 


79 




<211> 


10 




<212> 


PRT 


1 


<213> 


Homo sapiens 


w 


<400> 


79 


as* 

3 


He He Cys Cys Pro 
1 5 


0 






?=« 


<210> 


80 


P 


<211> 


11 


ru 


<212> 


PRT 




<213> 


Homo sapiens 




<400> 


80 



10 



Lys Ser Phe Cys Gly Phe Pro Ser Tyr Ser Asn 
15 10 



<210> 81 
<211> 30 
<212> PRT 

<213> Homo sapiens 
<400> 81 

Leu Ser Pro Thr Phe Ala Gin Val Leu Ser He Val Leu Lys Leu Phe 
15 10 15 

Leu Asn He Tyr Phe Ser Phe Leu He Asn Lys He Asn Lys 
20 25 30 



<210> 82 



<211> 20 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Leu Leu Cys Tyr Phe Gly Phe Ala Lys Arg Pro Thr lie Lys Glu Cys 
15 10 15 

Cys Met Cys Tyr 
20 



<210> 83 
<211> 34 
<212> PRT 

<213> Homo sapiens 
<400> 83 

Lys Leu Phe Gin Met Ser lie Asn Leu Arg Leu Asp Val Phe Phe His 
15 10 15 

Phe Val Gin Cys Tyr Gin Leu Asn Cys Ala Val Trp Gly Phe Ser Pro 
20 25 30 



Leu Pro 



<210> 84 
<211> 13 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Lys Cys Arg Gly Val Gin Tyr Leu Cys Phe Lys Asp Val 
15 10 



<210> 85 
<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 85 
Asn Glu Pro Asn 
1 



<210> 86 
<211> 15 
<212> PRT 
<213> Homo 



sapiens 



<400> 86 

Ser Glu Gly Val Cys Ala Cys Leu Cys Val Ser Ala Val Pro Cys 
15 10 15 



<210> 87 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<400> 87 

Ala Cys Asn Thr Ser Cys Thr 
1 5 



P 



<210> 88 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 88 

Glu lie Ser Ser Phe His Gly Lys Ala lie Thr Leu Tyr Asp Ala Leu 
15 10 15 

lie lie Leu His Leu lie Leu Phe Cys Thr Val Thr Leu 
20 25 



*M <210> 89 
pj <211> 33 
p <212> PRT 

<213> Homo sapiens 



<400> 89 

Pro His Glu Lys Ala Leu Cys Val Phe Val Arg Ser Gin lie Tyr Leu 
15 10 15 



Val Glu Leu Val Phe Cys Leu Gly Phe Leu lie Leu Arg Val Cys, lie 
ft 20 25 30 

q Ala 



<210> 90 
<211> 2 
<212> PRT 

<213> Homo sapiens 

<400> 90 
Asn Gin 
1 



<210> 91 
<211> 16 
<212> PRT 
<213> Homo 



sapiens 



<400> 91 

Thr Thr Pro Leu Arg Ser Leu Arg Ser Thr lie Ser Thr Val Ser Phe 




15 10 15 



<210> 92 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Ser Leu Leu His Glu Val Leu Phe Gin Leu Leu Phe Met Glu 
15 10 



<210> 93 

<211> 5 

<212> PRT 

<213> Homo sapiens 



nj 

Q 



Q 
M 

a 
nj 

« 



<400> 93 

Pro lie Leu Asn Lys 
1 5 



<210> 94 
<211> 2 
<212> PRT 

<213> Homo sapiens 

<400> 94 
Phe Ser 
1 



<210> 95 
<211> 29 
<212> PRT 

<213> Homo sapiens 
<400> 95 

Gin Glu Arg Met Tyr Arg Ser Leu Pro Ala lie Asn Phe Gin Cys Leu 
15 10 15 



His Phe Leu Thr Arg Leu Trp Asn Phe Tyr Arg Leu lie 
20 25 



<210> 96 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 96 

Asn Gly Ala His Gly Pro Phe Val Cys 
1 5 



<210> 97 



<211> 4 
<212> PRT 

<213> Homo sapiens 

<400> 97 
lie Cys Cys Ser 
1 



<210> 98 

<211> 33 

<212> PRT 

<213> Homo sapiens 

<400> 98 

Ser Pro Val Cys Leu Leu Asn Thr Ser Trp Lys Leu Ser lie Lys Met 
1 5 10 15 

Pro Ala Ala His Ser Thr Glu Asn Gly Ala Gly Gly Ala Ser Ser Thr 
20 25 30 

s 4 

<210> 99 

q <2ii> 3 

yjj <212> PRT 

<213> Homo sapiens 

y <400> 99 
I_ Leu Ser Ser 

« i 

w 

flj <210> 100 
p <211> 62 
yj <212> PRT 

<213> Homo sapiens 

<400> 100 

Arg Leu Cys Asn Ala His Ser Pro Arg Val Leu Pro Ala Leu Ser Gly 
15 10 15 

Gly Cys Ala Gly Gly Arg Val Arg Ser Phe Ser Phe His Met Val Gin 
20 25 30 

Arg Ala Arg Thr Ser Pro Pro Arg Ser Val Ala Leu Gin Tyr Phe His 
35 40 45 

Gly Tyr Glu Cys Lys lie Tyr Lys Tyr lie Asn Leu Arg Leu 
50 55 60 



<210> 101 
<211> 2 
<212> PRT 



<213> Homo sapiens 



<400> 101 
Gin Leu 
1 



<210> 102 
<211> 5 
<212> PRT 

<213> Homo sapiens 
<400> 102 

Tyr Asn Leu Leu Asn 
1 5 



<210> 103 

<211> 3 

<212> PRT 

<213> Homo sapiens 

<400> 103 
Phe Arg Val 
1 



<210> 104 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> From Seq ID 78 to ID 104, there are 27 pretein 

sequences translated from Seq ID No. 76. Together, 
they form the whole protein sequence. 

<400> 104 

lie lie Lys Phe Phe lie Gin Lys Leu Lys Lys Lys Lys Lys 
15 10 



<210> 105 
<211> 1721 
<212> PRT 

<213> Homo sapiens 
<400> 105 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp lie Trp Ala 
15 10 15 

lie Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 



Lys Pro lie Ser Gly Phe lie Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 



Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin lie Trp Ala Leu 
50 55 60 



Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser lie 
65 70 75 80 

Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 

Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 
100 105 110 

Pro Pro Phe Gly Met Gly Gly lie Ala Ser Met Pro Pro Leu Thr Ala 
115 120 125 

Val Ala Pro Val Pro Met Gly Ser He Pro Val Val Gly Met Ser Pro 
130 135 140 

Thr Leu Val Ser Ser Val Pro Thr Ala Ala Val Pro Pro Leu Ala Asn 
145 150 155 160 

Gly Ala Pro Pro Val He Gin Pro Leu Pro Ala Phe Ala His Pro Ala 
165 170 175 

Ala Thr Leu Pro Lys Ser Ser Ser Phe Ser Arg Ser Gly Pro Gly Ser 
180 185 190 

Gin Leu Asn Thr Lys Leu Gin Lys Ala Gin Ser Phe Asp Val Ala Ser 
195 200 205 

Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
210 215 220 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 
225 230 235 240 

Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
245 250 255 

Ala Gin Leu Ala Ser He Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
260 265 270 

Lys Leu Thr Ala Glu Glu Phe He Leu Ala Met His Leu He Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr He 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly He Ser Val He 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 



Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 



Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 

Arg Gin Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala 
. 370 375 380 

Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 

Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 
405 410 415 

Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 

Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 

Gin Glu Asp He Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
465 470 475 480 

Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

Gin Asp He Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu He Glu Ser 
500 505 510 

Thr Asn Lys Ser Arg Glu Leu Arg He Ala Glu He Thr His Leu Gin 
515 520 525 

Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu He Pro Glu 
530 535 540 

Lys Gin He Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 560 

His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
565 570 575 

Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu He Asp He Phe Asn Asn Gin Leu Lys 
595 600 605 



Glu Leu Arg Glu He His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys He He 
625 630 635 640 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
645 650 655 



Asp Lys Gin Trp 
660 

Pro Arg Lys Leu 
675 

Lys Lys Lys Asp 
690 

Leu Gly Arg Leu 
705 

Gin Ala Pro Trp 



Gin Glu Asn Val 
740 

Ser Arg Ser His 
755 



Leu Glu His Val 



His Glu Glu Glu 
680 

Gly Glu Glu Lys 
695 

Phe His Gin His 
710 

Ser Thr Ala Glu 
725 

Lys Val Val Tyr 



Asp Glu lie Thr 
760 



Gin Gin Glu Asp 
665 

Lys Leu Lys Arg 



Gly Lys Gin Glu 
700 

Gin Glu Pro Ala 
715 

Lys Gly Pro Leu 
730 

Tyr Arg Ala Leu 
745 

lie Gin Pro Gly 



Glu His Gin Arg 
670 

Glu Glu Ser Val 
685 

Ala Gin Asp Lys 



Lys Pro Ala Val 
720 

Thr lie Ser Ala 
735 

Tyr Pro Phe Glu 
750 

Asp He Val Met 
765 



„ Val Lys Gly Glu Trp Val Asp Glu Ser Gin Thr Gly Glu Pro Gly Trp 
M 770 775 780 

y3 

s 4 Leu Gly Gly Glu Leu Lys Gly Lys Thr Gly Trp Phe Pro Ala Asn Tyr 
PJ 785 790 795 800 

Ala Glu Lys He Pro Glu Asn Glu Val Pro Ala Pro Val Lys Pro Val 
yj 805 810 815 



Thr Asp Ser Thr Ser Ala Pro Ala Pro Lys Leu Ala Leu Arg Glu Thr 
820 825 830 



jb 

H Pro Ala Pro Leu Ala Val Thr Ser Ser Glu Pro Ser Thr Thr Pro Asn 
P 835 840 845 

ry 

Q Asn Trp Ala Asp Phe Ser Ser Thr Trp Pro Thr Ser Thr Asn Glu Lys 
850 855 860 

Pro Glu Thr Asp Asn Trp Asp Ala Trp Ala Ala Gin Pro Ser Leu Thr 
865 870 875 880 



Val Pro Ser Ala 

Thr Ala Thr Gly 
900 



Gly Gin Leu Arg 
885 

Ser Ser Pro Ser 



Gin Arg Ser Ala 
890 

Pro Val Leu Gly 
905 



Phe Thr Pro Ala 
895 

Gin Gly Glu Lys 
910 



Val Glu Gly Leu 
915 

Asp Asn His Leu 
930 



Gin Ala Gin Ala 
920 

Asn Phe Asn Lys 
935 



Leu Tyr Pro Trp 

Asn Asp Val He 
940 



Arg Ala Lys Lys 
925 

Thr Val Leu Glu 



Gin Gin Asp Met Trp Trp Phe Gly Glu Val Gin Gly Gin Lys Gly Trp 
945 950 955 960 



Phe Pro Lys Ser Tyr Val Lys Leu lie Ser Gly Pro lie Arg Lys Ser 
965 970 975 

Thr Ser Met Asp Ser Gly Ser Ser Glu Ser Pro Ala Ser Leu Lys Arg 
980 985 990 

Val Ala Ser Pro Ala Ala Lys Pro Val Val Ser Gly Glu Glu Phe lie 
995 1000 1005 

Ala Met Tyr Thr Tyr Glu Ser Ser Glu Gin Gly Asp Leu Thr Phe Gin 
1010 1015 1020 

Gin Gly Asp Val lie Leu Val Thr Lys Lys Asp Gly Asp Trp Trp Thr 
1025 1030 1035 1040 

Gly Thr Val Gly Asp Lys Ala Gly Val Phe Pro Ser Asn Tyr Val Arg 
1045 1050 1055 

Leu Lys Asp Ser Glu Gly Ser Gly Thr Ala Gly Lys Thr Gly Ser Leu 
1060 1065 1070 

^ Gly Lys Lys Pro Glu' lie Ala Gin Val lie Ala Ser Tyr Thr Ala Thr 
^3 1075 1080 1085 

43 

*J Gly Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu lie Leu lie Arg 
fLJ 1090 1095 1100 

Q 

Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly 
y 1105 1110 1115 1120 

^ Lys Lys Arg Gin lie Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu 

1125 ' 1130 1135 

^ Asn Pro Gly Thr Ser Lys lie Thr Pro Thr Glu Pro Pro Lys Ser Thr 
p 1140 1145 1150 

Q Ala Leu Ala Ala Val Cys Gin Val lie Gly Met Tyr Asp Tyr Thr Ala 
^ 1155 1160 1165 

Gin Asn Asp Asp Glu Leu Ala Phe Asn Lys Gly Gin lie lie Asn Val 
1170 1175 1180 

Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu Val Asn Gly Gin 
1185 1190 1195 , 1200 

Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp 
1205 1210 1215 

Pro Ser Gin Gin Trp Cys Ser Asp Leu His Leu Leu Asp Met Leu Thr 
1220 1225 1230 

Pro Thr Glu Arg Lys Arg Gin Gly Tyr lie His Glu Leu lie Val Thr 
1235 1240 1245 



P 



Glu Glu Asn Tyr Val Asn Asp Leu Gin Leu Val Thr Glu lie Phe Gin 
1250 1255 1260 



Lys Pro Leu Met Glu Ser Glu Leu Leu Thr Glu Lys Glu Val Ala Met 
1265 1270 1275 1280 

lie Phe Val Asn Trp Lys Glu Leu lie Met Cys Asn lie Lys Leu Leu 
1285 1290 1295 

Lys Ala Leu Arg Val Arg Lys Lys Met Ser Gly Glu Lys Met Pro Val 
1300 1305 1310 

Lys Met lie Gly Asp lie Leu Ser Ala Gin Leu Pro His Met Gin Pro 
1315 1320 1325 

Tyr lie Arg Phe Cys Ser Arg Gin Leu Asn Gly Ala Ala Leu lie Gin 
1330 1335 1340 

Gin Lys Thr Asp Glu Ala Pro Asp Phe Lys Glu Phe Val Lys Arg Leu 
1345 1350 1355 1360 

Glu Met Asp Pro Arg Cys Lys Gly Met Pro Leu Ser Ser Phe lie Leu 
1365 1370 1375 

^ Lys Pro Met Gin Arg Val Thr Arg Tyr Pro Leu lie lie Lys Asn lie 
1380 1385 1390 

2$' Leu Glu Asn Thr Pro Glu Asn His Pro Asp His Ser His Leu Lys His 
Hj 1395 1400 1405 

□ 

)Q Ala Leu Glu Lys Ala Glu Glu Leu Cys Ser Gin Val Asn Glu Gly Val 



1410 1415 1420 

Arg Glu Lys Glu Asn Ser Asp Arg Leu Glu Trp lie Gin Ala His Val 
1425 1430 1435 1440 



u 
F? 

Gin Cys Glu Gly Leu Ser Glu Gin Leu Val Phe Asn Ser Val Thr Asn 
P 1445 1450 1455 

ru 

p Cys Leu Gly Pro Arg Lys Phe Leu His Ser Gly Lys Leu Tyr Lys Ala 
1460 1465 1470 

Lys Asn Asn Lys Glu Leu Tyr Gly Phe Leu Phe Asn Asp Phe Leu Leu 
1475 1480 1485 

Leu Thr Gin lie Thr Lys Pro Leu Gly Ser Ser Gly Thr Asp Lys Val 
1490 1495 1500 

Phe Ser Pro Lys Ser Asn Leu Gin Tyr Lys Met Tyr Lys Thr Pro lie 
1505 1510 1515 1520 

Phe Leu Asn Glu Val Leu Val Lys Leu Pro Thr Asp Pro Ser Gly Asp 
1525 1530 1535 

Glu Pro lie Phe His He Ser His He Asp Arg Val Tyr Thr Leu Arg 
1540 1545 1550 



Ala Glu Ser He Asn Glu Arg Thr Ala Trp Val Gin Lys He Lys Ala 
1555 1560 1565 



Ala Ser Glu Leu Tyr lie Glu Thr Glu Lys Lys Lys Arg Glu Lys Ala 
1570 1575 1580 



Tyr Leu Val Arg Ser Gin Arg Ala Thr Gly lie Gly Arg Leu Met Val 
1585 1590 1595 1600 

Asn Val Val Glu Gly lie Glu Leu Lys Pro Cys Arg Ser His Gly Lys 
1605 1610 1615 

Ser Asn Pro Tyr Cys Glu Val Thr Met Gly Ser Gin Cys His lie Thr 
1620 1625 1630 

Lys Thr lie Gin Asp Thr Leu Asn Pro Lys Trp Asn Ser Asn Cys Gin 
1635 1640 1645 

Phe Phe lie Arg Asp Leu Glu Gin Glu Val Leu Cys lie Thr Val Phe 
1650 1655 1660 

Glu Arg Asp Gin Phe Ser Pro Asp Asp Phe Leu Gly Arg Thr Glu lie 
1665 1670 1675 1680 

Arg Val Ala Asp lie Lys Lys Asp Gin Gly Ser Lys Gly Pro Val Thr 
1685 1690 1695 

Lys Cys Leu Leu Leu His Glu Val Pro Thr Gly Glu lie Val Val Arg 
1700 1705 1710 

Leu Asp Leu Gin Leu Phe Asp Glu Pro 
1715 1720 



<210> 106 
<211> 1220 
<212> PRT 

<213> Homo sapiens 
<400> 106 

Met Ala Gin Phe Pro Thr Pro Phe Gly Gly Ser Leu Asp lie Trp Ala 
15 10 15 

lie Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Ser Leu 
20 25 30 

Lys Pro lie Ser Gly Phe lie Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 

Phe Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin lie Trp Ala Leu 
50 55 60 

Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Val Glu Phe Ser lie 
65 70 75 80 

Ala Met Lys Leu lie Lys Leu Lys Leu Gin Gly Tyr Gin Leu Pro Ser 
85 90 95 



Ala Leu Pro Pro Val Met Lys Gin Gin Pro Val Ala lie Ser Ser Ala 
100 105 110 



Pro Pro Phe Gly 
115 

Val Ala Pro Val 
130 

Thr Leu Val Ser 
145 

Gly Ala Pro Pro 



Ala Thr Leu Pro 
180 

Gin Leu Asn Thr 
195 



Met Gly Gly He 
120 

Pro Met Gly Ser 
135 

Ser Val Pro Thr 
150 

Val He Gin Pro 
165 

Lys Ser Ser Ser 



Lys Leu Gin Lys 
200 



Ala Ser Met Pro 



He Pro Val Val 
140 

Ala Ala Val Pro 
155 

Leu Pro Ala Phe 
170 

Phe Ser Arg Ser 
185 

Ala Gin Ser Phe 



Pro Leu Thr Ala 
125 

Gly Met Ser Pro 



Pro Leu Ala Asn 
160 

Ala His Pro Ala 
175 

Gly Pro Gly Ser 
190 

Asp Val Ala Ser 
205 



Val Pro Pro Val Ala Glu Trp Ala Val Pro Gin Ser Ser Arg Leu Lys 
210 215 220 

Tyr Arg Gin Leu Phe Asn Ser His Asp Lys Thr Met Ser Gly His Leu 
225 230 235 240 

Thr Gly Pro Gin Ala Arg Thr He Leu Met Gin Ser Ser Leu Pro Gin 
245 250 255 

Ala Gin Leu Ala Ser He Trp Asn Leu Ser Asp He Asp Gin Asp Gly 
260 265 270 

Lys Leu Thr Ala Glu Glu Phe He Leu Ala Met His Leu He Asp Val 
275 280 285 

Ala Met Ser Gly Gin Pro Leu Pro Pro Val Leu Pro Pro Glu Tyr He 
290 295 300 

Pro Pro Ser Phe Arg Arg Val Arg Ser Gly Ser Gly He Ser Val He 
305 310 315 320 

Ser Ser Thr Ser Val Asp Gin Arg Leu Pro Glu Glu Pro Val Leu Glu 
325 330 335 

Asp Glu Gin Gin Gin Leu Glu Lys Lys Leu Pro Val Thr Phe Glu Asp 
340 345 350 

Lys Lys Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg 
355 360 365 

Arg Gin Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala 
370 375 380 

Gin Leu Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Glu 
385 390 395 400 



Gin Glu Arg Lys Arg Gin Leu Glu Leu Glu Lys Gin Leu Glu Lys Gin 
405 410 415 



Arg Glu Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu 
420 425 430 



Arg Arg Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu 
435 440 445 

Trp Glu Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Lys Glu 
450 455 460 

Gin Glu Asp lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe 
465 470 475 480 

Glu Leu Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu 
485 490 495 

Gin Asp lie Arg Cys Arg Leu Thr Thr Gin Arg Gin Glu lie Glu Ser 
500 505 510 

Thr Asn Lys Ser Arg Glu Leu Arg lie Ala Glu lie Thr His Leu Gin 
515 520 525 

Gin Gin Leu Gin Glu Ser Gin Gin Met Leu Gly Arg Leu lie Pro Glu 
530 535 540 

Lys Gin lie Leu Asn Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu 
545 550 555 560 

His Arg Asp Ser Leu Val Thr Leu Lys Arg Ala Leu Glu Ala Lys Glu 
565 570 575 

Leu Ala Arg Gin His Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu 
580 585 590 

Thr Arg Ser Lys Leu Gin Glu lie Asp lie Phe Asn Asn Gin Leu Lys 
595 600 605 

Glu Leu Arg Glu lie His Asn Lys Gin Gin Leu Gin Lys Gin Lys Ser 
610 615 620 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
625 630 635 640 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
645 650 655 

Asp Lys Gin Trp Leu Glu His Val Gin Gin Glu Asp Glu His Gin Arg 
660 665 670 

Pro Arg Lys Leu His Glu Glu Glu Lys Leu Lys Arg Glu Glu Ser Val 
675 680 685 

Lys Lys Lys Asp Gly Glu Glu Lys Gly Lys Gin Glu Ala Gin Asp Lys 
690 695 700 



Leu Gly Arg Leu Phe His Gin His Gin Glu Pro Ala Lys Pro Ala Val 
705 710 715 720 



Gin Ala Pro Trp Ser 
725 

Gin Glu Asn Val Lys 
740 

Ser Arg Ser His Asp 
755 

Val Lys Gly Glu Trp 
770 

Leu Gly Gly Glu Leu 
785 

Ala Glu Lys lie Pro 
805 

Thr Asp Ser Thr Ser 
820 

Pro Ala Pro Leu Ala 
835 

Asn Trp Ala Asp Phe 
850 

Pro Glu Thr Asp Asn 
865 

Val Pro Ser Ala Gly 
885 

Thr Ala Thr Gly Ser 
900 

Val Glu Gly Leu Gin 
915 

Asp Asn His Leu Asn 
930 

Gin Gin Asp Met Trp 
945 

Phe Pro Lys Ser Tyr 
965 

Thr Ser Met Asp Ser 
980 

Val Ala Ser Pro Ala 
995 



Thr Ala Glu Lys Gly Pro 
730 

Val Val Tyr Tyr Arg Ala 
745 

Glu He Thr He Gin Pro 
760 

Val Asp Glu Ser Gin Thr 
775 

Lys Gly Lys Thr Gly Trp 
790 795 

Glu Asn Glu Val Pro Ala 
810 

Ala Pro Ala Pro Lys Leu 
825 

Val Thr Ser Ser Glu Pro 
840 

Ser Ser Thr Trp Pro Thr 
855 

Trp Asp Ala Trp Ala Ala 
870 875 

Gin Leu Arg Gin Arg Ser 
890 

Ser Pro Ser Pro Val Leu 
905 

Ala Gin Ala Leu Tyr Pro 
920 

Phe Asn Lys Asn Asp Val 
935 

Trp Phe Gly Glu Val Gin 
950 955 

Val Lys Leu He Ser Gly 
970 

Gly Ser Ser Glu Ser Pro 
985 

Ala Lys Pro Val Val Ser 
1000 



Leu Thr He Ser Ala 
735 

Leu Tyr Pro Phe Glu 
750 

Gly Asp He Val Met 
765 

Gly Glu Pro Gly Trp 
780 

Phe Pro Ala Asn Tyr 
800 

Pro Val Lys Pro Val 
815 

Ala Leu Arg Glu Thr 
830 

Ser Thr Thr Pro Asn 
845 

Ser Thr Asn Glu Lys 
860 

Gin Pro Ser Leu Thr 
880 

Ala Phe Thr Pro Ala 
895 

Gly Gin Gly Glu Lys 
910 

Trp Arg Ala Lys Lys 
925 

He Thr Val Leu Glu 
940 

Gly Gin Lys Gly Trp 
960 

Pro He Arg Lys Ser 
975 

Ala Ser Leu Lys Arg 
990 

Gly Glu Glu Phe He 
1005 



Ala Met Tyr Thr Tyr Glu Ser Ser Glu Gin Gly Asp Leu Thr Phe Gin 
1010 1015 1020 



Gin Gly Asp Val He Leu Val Thr Lys Lys Asp Gly Asp Trp Trp Thr 
1025 1030 1035 1040 

Gly Thr Val Gly Asp Lys Ala Gly Val Phe Pro Ser Asn Tyr Val Arg 
1045 1050 1055 

Leu Lys Asp Ser Glu Gly Ser Gly Thr Ala Gly Lys Thr Gly Ser Leu 
1060 1065 1070 

Gly Lys Lys Pro Glu He Ala Gin Val He Ala Ser Tyr Thr Ala Thr 
1075 1080 1085 

Gly Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu He Leu He Arg 
1090 1095 1100 

Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly 
1105 1110 1115 1120 

Lys Lys Arg Gin He Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu 
1125 1130 1135 

pa 

Asn Pro Gly Thr Ser Lys He Thr Pro Thr Glu Pro Pro Lys Ser Thr 
W 1140 1145 1150 

N 

Ala Leu Ala Ala Val Cys Gin Val He Gly Met Tyr Asp Tyr Thr Ala 
£3 1155 1160 1165 

IJ Gin Asn Asp Asp Glu Leu Ala Phe Asn Lys Gly Gin He He Asn Val 

*p 1170 1175 1180 

!L Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu Val Asn Gly Gin 

P H85 1190 1195 1200 

u 

P Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp 
pj 1205 1210 1215 

P 

^ Pro Ser Gin Gin 
1220 



<210> 107 
<211> 1270 
<212> PRT 

<213> Xenopus laevis 
<400> 107 

Met Ala Gin Phe Gly Thr Pro Phe Gly Gly Asn Leu Asp He Trp Ala 
15 10 15 

He Thr Val Glu Glu Arg Ala Lys His Asp Gin Gin Phe His Gly Leu 
20 25 30 

Lys Pro Thr Ala Gly Tyr He Thr Gly Asp Gin Ala Arg Asn Phe Phe 
35 40 45 



Leu Gin Ser Gly Leu Pro Gin Pro Val Leu Ala Gin He Trp Ala Leu 



50 



55 



60 



Ala Asp Met Asn Asn Asp Gly Arg Met Asp Gin Leu Glu Phe Ser lie 
65 70 75 80 



Ala Met Lys Leu 



lie Lys Leu Lys Leu Gin Gly Tyr Pro Leu Pro Ser 
85 90 95 



lie Leu Pro Ser Asn Met Leu Lys Gin Pro Val Ala Met Pro Ala Ala 
100 105 110 

Ala Val Ala Gly Phe Gly Met Ser Gly lie Val Gly He Pro Pro Leu 
115 120 125 

Ala Ala Val Ala Pro Val Pro Met Pro Ser He Pro Val Val Gly Met 
130 135 140 

Ser Pro Pro Leu Val Ser Ser Val Pro Thr Val Pro Pro Leu Ser Asn 
145 150 155 160 



Gly Ala Pro Ala 



o 
\i 

U 

h 
b 



Thr Leu 



He Asn 



Pro Leu 
210 

Arg Gin 
225 



Pro Lys 
180 

Thr Lys 
195 



Val He Gin Ser His Pro Ala Phe Ala 
165 170 

Ser Ser Ser Phe Gly Arg Ser Val Ala 
185 



His Ser Ala 
175 

Gly Ser Gin 
190 



Leu Gin Lys Ala Gin Ser Phe Asp Val Pro Ala Pro 
200 205 



Val Val Glu Trp Ala Val Pro Ser Ser Ser Arg Leu Lys Tyr 
215 220 



Gly Pro Gin Ala 



Gin Leu 



Leu Phe Asn Ser Gin Asp Lys Thr Met Ser Gly 
230 235 

Arg Thr He Leu Met Gin Ser Ser Leu 
245 250 

Ala Thr He Trp Asn Leu Ser Asp He Asp Gin 
260 265 



Asn Leu Thr 
240 

Pro Gin Ser 
255 

Asp Gly Lys 
270 



Leu Thr 



Met Ser 
290 

Pro Ser 
305 



Ala Glu Glu Phe He Leu Ala Met His Leu He 
275 280 285 

Gly Gin Pro Leu Pro Pro He Leu Pro Pro Glu 
295 300 

Phe Arg Arg Val Arg Ser Gly Ser Gly Leu Ser 
310 315 



Asp Val Ala 
Tyr He Pro 



He Met Ser 
320 



Ser Val Ser Val 



Asp Gin Arg Leu Pro Glu Glu Pro Glu Glu Glu Glu 
325 330 335 



Pro Gin Asn Ala Asp Lys Lys Leu Pro Val Thr Phe Glu Asp Lys Lys 
340 345 350 



Arg Glu Asn Phe Glu Arg Gly Asn Leu Glu Leu Glu Lys Arg Arg Gin 



355 



360 



365 



Ala Leu Leu Glu Gin Gin Arg Lys Glu Gin Glu Arg Leu Ala Gin Leu 
370 375 380 

Glu Arg Ala Glu Gin Glu Arg Lys Glu Arg Glu Arg Gin Asp Gin Glu 
385 390 395 400 

Arg Lys Arg Gin Gin Asp Leu Glu Lys Gin Leu Glu Lys Gin Arg Glu 
405 410 415 

Leu Glu Arg Gin Arg Glu Glu Glu Arg Arg Lys Glu lie Glu Arg Arg 
420 425 430 

Glu Ala Ala Lys Arg Glu Leu Glu Arg Gin Arg Gin Leu Glu Trp Glu 
435 440 445 

Arg Asn Arg Arg Gin Glu Leu Leu Asn Gin Arg Asn Arg Glu Gin Glu 
450 455 460 

Asp lie Val Val Leu Lys Ala Lys Lys Lys Thr Leu Glu Phe Glu Leu 
465 470 475 480 

Glu Ala Leu Asn Asp Lys Lys His Gin Leu Glu Gly Lys Leu Gin Asp 
485 490 495 

He Arg Cys Arg Leu Thr Thr Gin Arg His Glu He Glu Ser Thr Asn 
500 505 510 

Lys Ser Arg Glu Leu Arg He Ala Glu He Thr His Leu Gin Gin Gin 
515 520 525 

Leu Gin Glu Ser Gin Gin Leu Leu Gly Lys Met He Pro Glu Lys Gin 
530 535 540 

Ser Leu He Asp Gin Leu Lys Gin Val Gin Gin Asn Ser Leu His Arg 
545 550 555 560 

Asp Ser Leu Leu Thr Leu Lys Arg Ala Leu Glu Thr Lys Glu He Gly 
565 570 575 

Arg Gin Gin Leu Arg Asp Gin Leu Asp Glu Val Glu Lys Glu Thr Arg 
580 585 590 

Ala Lys Leu Gin Glu He Asp Val Phe Asn Asn Gin Leu Lys Glu Leu 
595 600 605 

Arg Glu Leu Tyr Asn Lys Gin Gin Phe Gin Lys Gin Gin Asp Phe Glu 
610 615 620 

Thr Glu Lys He Lys Gin Lys Glu Leu Glu Arg Lys Thr Ser Glu Leu 
625 630 635 640 

Asp Lys Leu Lys Glu Glu Asp Lys Arg Arg Met Leu Glu Gin Asp Lys 
645 650 655 

Leu Trp Gin Asp Arg Val Lys Gin Glu Glu Glu Arg Tyr Lys Phe Gin 



660 

Asp Glu Glu Lys 
675 

Glu Lys Lys Pro 
690 

Pro Pro Glu Pro 
705 

Glu Lys Ala Pro 




Glu Lys Arg Glu 
680 

Glu lie Gin Glu 
695 

Gly Lys Leu Gly 
710 

Leu Thr lie Asn 
725 



665 

Glu Ser Val Gin 



Lys Pro Asn Lys 
700 

Gly Gin lie Pro 
715 

Gin Gly Asp Val 
730 




670 

Lys Cys Glu Val 
685 

Pro Phe His Gin 

Trp Met Asn Thr 
720 

Lys Val Val Tyr 
735 



Tyr Arg Ala Leu Tyr Pro Phe Asp Ala Arg Ser His Asp Glu lie Thr 
740 745 750 

He Glu Pro Gly Asp He He Met Val Asp Glu Ser Gin Thr Gly Glu 
755 760 765 

Pro Gly Trp Leu Gly Gly Glu Leu Lys Gly Lys Thr Gly Trp Phe Pro 
770 775 780 

M 

^ Ala Asn Tyr Ala Glu Arg Met Pro Glu Ser Glu Phe Pro Ser Thr Thr 
Nl 7 8 5 790 795 800 

nj 

P Lys Pro Ala Ala Glu Thr Thr Ala Lys Pro Thr Val His Val Ala' Pro 
y3 805 810 815 



Ser Pro Val Ala Pro Ala Ala Phe Thr Asn Thr Ser Thr Asn Ser Asn 
820 825 830 



w 

^ Asn Trp Ala Asp Phe Ser Ser Thr Trp Pro Thr Asn Asn Thr Asp Lys 
H 835 840 845 

P 

ilj Val Glu Ser Asp Asn Trp Asp Thr Trp Ala Ala Gin Pro Ser Leu Thr 
P 850 855 860 

M 

Val Pro Ser Ala Gly Gin His Arg Gin Arg Ser Ala Phe Thr Pro Ala 
865 870 875 880 

Thr Val Thr Gly Ser Ser Pro Ser Pro Val Leu Gly Gin Gly Glu Lys 
885 890 895 



Val Glu Gly Leu Gin Ala Gin Ala 
900 

Asp Asn His Leu Asn Phe Asn Lys 
915 920 

Gin Gin Asp Met Trp Trp Phe Gly 
930 935 

Phe Pro Lys Ser Tyr Val Lys Leu 
945 950 

Thr Ser He Asp Ser Thr Ser Ser 



Leu Tyr Pro Trp Arg Ala Lys Lys 
905 910 

Asn Asp Val He Thr Val Leu Glu 
925 

Glu Val Gin Gly Gin Lys Gly Trp 
940 

He Ser Gly Pro Leu Arg Lys Ser 
955 960 

Glu Ser Pro Ala Ser Leu Lys Arg 



965 970 975 

Val Ser Ser Pro Ala Phe Lys Pro Ala lie Gin Gly Glu Glu Tyr lie 
980 985 990 

Ser Met Tyr Thr Tyr Glu Ser Asn Glu Gin Gly Asp Leu Thr Phe Gin 
995 1000 1005 

Gin Gly Asp Leu lie Val Val lie Lys Lys Asp Gly Asp Trp Trp Thr 
1010 1015 1020 

Gly Thr Val Gly Glu Lys Thr Gly Val Phe Pro Ser Asn Tyr Val Arg 
1025 1030 1035 1040 

Pro Lys Asp Ser Glu Ala Ala Gly Ser Gly Gly Lys Thr Gly Ser Leu 
1045 1050 1055 

Gly Lys Lys Pro Glu lie Ala Gin Val lie Ala Ser Tyr Ala Ala Thr 
1060 1065 1070 

Ala Pro Glu Gin Leu Thr Leu Ala Pro Gly Gin Leu lie Leu lie Arg 
^ 1075 1080 1085 

^ Lys Lys Asn Pro Gly Gly Trp Trp Glu Gly Glu Leu Gin Ala Arg Gly 
H 1090 1095 1100 

ru 

p Lys Lys Arg Gin lie Gly Trp Phe Pro Ala Asn Tyr Val Lys Leu Leu 
1105 1110 1115 1120 



Ser Pro Gly Thr Asn Lys Ser Thr Pro Thr Glu Pro Pro Lys Pro Thr 
1125 1130 1135 



3 

*j Ser Leu Pro Pro Thr Cys Gin Val lie Gly Met Tyr Asp Tyr lie Ala 
? k 1140 1145 1150 

P 

pj Gin Asn Asp Asp Glu Leu Ala Phe Ser Lys Gly Gin Val lie Asn Val 
p 1155 1160 1165 

Leu Asn Lys Glu Asp Pro Asp Trp Trp Lys Gly Glu Leu Asn Gly His 
1170 1175 1180 

Val Gly Leu Phe Pro Ser Asn Tyr Val Lys Leu Thr Thr Asp Met Asp 
1185 1190 1195 1200 

Pro Ser Gin Gin Phe Arg Leu Gly Val Lys Pro Ala Gly Gly lie Pro 
1205 1210 1215 

Ala Thr Gly Asp Arg Pro Phe lie Leu Phe Pro Phe Arg Asp Gly Pro 
1220 1225 1230 

Ser Leu Leu Pro Asn Ala Phe Gin Ala Pro Pro Leu Ser Val Val Met 
1235 1240 1245 

lie Lys Phe Arg Cys Phe Thr Ala Pro Arg Phe Cys Pro Asp Met Asn 
1250 1255 1260 



Val Lys Tyr lie Asn lie 



1265 



1270 



<210> 108 
<211> 1094 
<212> PRT 

<213> Drosophila sp. 
<400> 108 

Met Asn Ser Ala Val Asp Ala Trp Ala Val Thr Pro Arg Glu Arg Leu 
15 10 15 

Lys Tyr Gin Glu Gin Phe Arg Ala Leu Gin Pro Gin Ala Gly Phe Val 
20 25 30 

Thr Gly Ala Gin Ala Lys Gly Phe Phe Leu Gin Ser Gin Leu Pro Pro 
35 40 45 

Leu lie Leu Gly Gin lie Trp Ala Leu Ala Asp Thr Asp Ser Asp Gly 
50 55 60 

Lys Met Asn lie Asn Glu Phe Ser lie Ala Cys Lys Leu lie Asn Leu 
65 70 75 80 

Lys Leu Arg Gly Met Asp Val Pro Lys Val Leu Pro Pro Ser Leu Leu 
85 90 95 

Ser Ser Leu Thr Gly Asp Val Pro Ser Met Thr Pro Arg Gly Ser Thr 
100 105 110 

Ser Ser Leu Ser Pro Leu Asp Pro Leu Lys Gly lie Val Pro Ala Val 
115 120 125 

Ala Pro Val Val Pro Val Val Ala Pro Pro Val Ala Val Ala Thr Val 
130 135 140 

lie Ser Pro Pro Gly Val Ser Val Pro Ser Gly Pro Thr Pro Pro Thr 
145 150 155 160 

Ser Asn Pro Pro Ser Arg His Thr Ser lie Ser Glu Arg Ala Pro Ser 
165 • 170 175 

lie Glu Ser Val Asn Gin Gly Glu Trp Ala Val Gin Ala Ala Gin Lys 
180 185 190 

Arg Lys Tyr Thr Gin Val Phe Asn Ala Asn Asp Arg Thr Arg Ser Gly 
195 200 205 

Tyr Leu Thr Gly Ser Gin Ala Arg Gly Val Leu Val Gin Ser Lys Leu 
210 215 220 

Pro Gin Val Thr Leu Ala Gin lie Trp Thr Leu Ser Asp lie Asp Gly 
225 230 235 240 



Asp Gly Arg Leu Asn Cys . Asp Glu Phe lie Leu Ala Met Phe Leu Cys 
245 250 255 



Glu Lys Ala Met Ala Gly Glu Lys lie Pro Val Thr Leu Pro Gin Glu 
260 265 270 



Trp Val 



Ser Gly 
290 

Ser Val 
305 



Pro Pro Asn Leu Arg Lys lie Lys 
275 280 

Val Val Ser Arg Pro Gly Ser Gin 
295 

Ser Ser Gin Ser Gly Val Gly Val 
310 



Ser Arg Pro Gly Ser Val 
285 

Pro Ala Ser Arg His Ala 
300 

Val Asp Ala Asp Pro Thr 
315 320 



Ala Gly 

Tyr Val 

Asp Gin 

Glu Ala 
370 

Gin Glu 
385 

Glu Lys 
Arg Lys 



Leu Pro Gly Gin Thr Ser Phe Glu Asp Lys Arg Lys Glu Asn 
325 330 335 



Lys Gly Gin Ala Glu Leu Asp Arg 
340 345 

Gin Arg Lys Glu Arg Glu Glu Arg 
355 360 

Asp Lys Arg Glu Lys Ala Arg Leu 
375 

Glu Leu Glu Arg Gin Leu Gin Arg 
390 



Arg Arg Lys lie Met Glu 
350 



Glu Arg Lys Glu 
365 

Glu Ala Glu Arg 
380 

Gin Arg Glu lie 
395 



Glu Glu Gin Arg Lys Arg Glu Leu Glu Ala Lys Glu 
405 410 



Arg Glu 
Lys Gin 



Glu Met 
400 

Ala Ala 
415 



Glu Leu Glu Lys Gin Arg Gin Gin 
420 425 



Glu Trp Glu Gin Ala Arg 
430 



lie Ala Glu Met Asn Ala Gin Lys Glu Arg 
435 440 



Glu Gin Glu Arg Val Leu 
445 



Lys Gin 
450 

Asn Glu 
465 

Gly Val 
Asp Thr 
Gin Asn 



Ala Lys 
530 



Lys Ala His Asn Thr Gin Leu Asn 
455 

Lys lie Lys Glu Leu Ser Gin Arg 
470 



Val Glu Leu Ser Thr Leu 
460 



lie Cys Asp Thr 
475 



Thr Asn Val Lys Thr Val lie Asp Gly Met Arg Thr 
485 490 



Ser Met Ser Glu Met Ser Gin Leu 
500 505 

Ala Lys Leu Leu Gin Leu Thr Gin 
515 520 

Ser Lys Ala Ser Gly Ala Ala Leu 
535 



Lys Ala Arg lie 
510 

Glu Arg Ala Lys 
525 



Arg Ala 
480 

Gin Arg 
495 

Lys Glu 
Trp Glu 



Gly Gly Glu Asn Ala Gin 
540 



Gin Glu Gin Leu Asn Ala Ala Phe Ala His Lys Gin Leu lie lie Asn 
545 550 555 560 



Gin He Lys Asp Lys Val Glu Asn He Ser Lys Glu He Glu Ser Lys 
565 570 575 



Lys Glu Asp He Asn Thr Asn Asp Val Gin Met Ser Glu Leu Lys Ala 
580 585 590 

Glu Leu Ser Ala Leu He Thr Lys Cys Glu Asp Leu Tyr Lys Glu Tyr 
595 600 605 

Asp Val Gin Arg Thr Ser Val Leu Glu Leu Lys Tyr Asn Arg Lys Asn 
610 615 620 

Glu Thr Ser Val Ser Ser Ala Trp Asp Thr Gly Ser Ser Ser Ala Trp 
625 630 635 640 

Glu Glu Thr Gly Thr Thr Val Thr Asp Pro Tyr Ala Val Ala Ser Asn 
645 650 655 

Asp He Ser Ala Leu Ala Ala Pro Ala Val Asp Leu Gly Gly Pro Ala 
660 665 670 

Pro Glu Gly Phe Val Lys Tyr Gin Ala Val Tyr Glu Phe Asn Ala Arg 
675 680 685 

Asn Ala Glu Glu He Thr Phe Val Pro Gly Asp He He Leu Val Pro 
690 695 700 

Leu Glu Gin Asn Ala Glu Pro Gly Trp Leu Ala Gly Glu He Asn Gly 
705 710 715 720 

His Thr Gly Trp Phe Pro Glu Ser Tyr Val Glu Lys Leu Glu Val Gly 
725 730 735 

Glu Val Ala Pro Val Ala Ala Val Glu Ala Pro Val Asp Ala Gin Val 
740 745 750 

Ala Asp Thr Tyr Asn Asp Asn He Asn Thr Ser Ser He Pro Ala Ala 
755 760 765 

Ser Ala Asp Leu Thr Ala Ala Gly Asp Val Glu Tyr Tyr He Ala Ala 
770 775 780 

Tyr Pro Tyr Glu Ser Ala Glu Glu Gly Asp Leu Ser Phe Ser Ala Gly 
785 790 795 800 

Glu Met Val Met Val He Lys Lys Glu Gly Glu Trp Trp Thr Gly Thr 
805 810 815 

He Gly Ser Arg Thr Gly Met Phe Pro Ser Asn Tyr Val Gin Lys Ala 
820 825 830 

Asp Val Gly Thr Ala Ser Thr Ala Ala Ala Glu Pro Val Glu Ser Leu 
835 840 845 



Asp Gin Glu Thr Thr Leu Asn Gly Asn Ala Ala Tyr Thr Ala Ala Pro 
850 855 860 



Val Glu Ala Gin Glu Gin Val Tyr Gin Pro Leu Pro Val Gin Glu Pro 
865 870 875 880 



Ser Glu Gin Pro lie Ser Ser Pro Gly Val Gly Ala Glu Glu Ala His 
885 890 895 

Glu Asp Leu Asp Thr Glu Val Ser Gin lie Asn Thr Gin Ser Lys Thr 
900 905 910 

Gin Ser Ser Glu Pro Ala Glu Ser Tyr Ser Arg Pro Met Ser Arg Thr 
915 920 925 

Ser Ser Met Thr Pro Gly Met Arg Ala Lys Arg Ser Glu lie Ala Gin 
930 935 940 

Val lie Ala Pro Tyr Glu Ala Thr Ser Thr Glu Gin Leu Ser Leu Thr 
945 950 955 960 

Arg Gly Gin Leu lie Met lie Arg Lys Lys Thr Asp Ser Gly Trp Trp 
965 970 975 

Glu Gly Glu Leu Gin Ala Lys Gly Arg Arg Arg Gin lie Gly Trp Phe 
980 985 990 

Pro Ala Thr Tyr Val Lys Val Leu Gin Gly Gly Arg Asn Ser Gly Arg 
995 1000 1005 

Asn Thr Pro Val Ser Gly Ser Arg lie Glu Met Thr Glu Gin lie Leu 
1010 1015 1020 

Asp Lys Val lie Ala Leu Tyr Pro Tyr Lys Ala Gin Asn Asp Asp Glu 
1025 1030 1035 1040 

Leu Ser Phe Asp Lys Asp Asp lie lie Ser Val Leu Gly Arg Asp Glu 
1045 1050 1055 

Pro Glu Trp Trp Arg Gly Glu Leu Asn Gly Leu Ser Gly Leu Phe Pro 
1060 1065 1070 

Ser Asn Tyr Val Gly Pro Phe Val Thr Ser Gly Lys Pro Ala Lys Ala 
1075 1080 1085 

Asn Gly Thr Thr Lys Lys 
1090 



<210> 109 
<211> 520 
<212> PRT 

<213> Homo sapiens 
<400> 109 

Met Glu Ala Glu Arg Leu Lys Gin Lys Glu Gin Glu Arg Lys lie lie 
15 10 15 

Glu Leu Glu Lys Gin Lys Glu Glu Ala Gin Arg Arg Ala Gin Glu Arg 
20 25 30 



Asp Lys Gin Trp Leu Glu His Val Gin Gin Glu Asp Glu His Gin Arg 
35 40 45 



Pro Arg Lys Leu His Glu Glu Glu Lys Leu Lys Arg Glu Glu Ser Val 
50 55 60 

Lys Lys Lys Asp Gly Glu Glu Lys Gly Lys Gin Glu Ala Gin Asp Lys 
65 70 75 80 

Leu Gly Arg Leu Phe His Gin His Gin Glu Pro Ala Lys Pro Ala Val 
85 90 95 

Gin Ala Pro Trp Ser Thr Ala Glu Lys Gly Pro Leu Thr lie Ser Ala 
100 105 110 

Gin Glu Asn Val Lys Val Val Tyr Tyr Arg Ala Leu Tyr Pro Phe Glu 
115 120 125 

Ser Arg Ser His Asp Glu lie Thr lie Gin Pro Gly Asp lie Val Met 
130 135 140 

Val Asp Glu Ser Gin Thr Gly Glu Pro Gly Trp Leu Gly Gly Glu Leu 
145 150 155 160 

Lys Gly Lys Thr Gly Trp Phe Pro Ala Asn Tyr Ala Glu Lys lie Pro 
165 170 175 

Glu Asn Glu Val Pro Ala Pro Val Lys Pro Val Thr Asp Ser Thr Ser 
180 185 190 

Ala Pro Ala Pro Lys Leu Ala Leu Arg Glu Thr Pro Ala Pro Leu Ala 
195 200 205 

Val Thr Ser Ser Glu Pro Ser Thr Thr Pro Asn Asn Trp Ala Asp Phe 
210 215 220 

Ser Ser Thr Trp Pro Thr Ser Thr Asn Glu Lys Pro Glu Thr Asp Asn 
225 230 235 240 

Trp Asp Ala Trp Ala Ala Gin Pro Ser Leu Thr Val Pro Ser Ala Gly 
245 250 255 

Gin Leu Arg Gin Arg Ser Ala Phe Thr Pro Ala Thr Ala Thr Gly Ser 
260 265 270 

Ser Pro Ser Pro Val Leu Gly Gin Gly Glu Lys Val Glu Gly Leu Gin 
275 280 285 

Ala Gin Ala Leu Tyr Pro Trp Arg Ala Lys Lys Asp Asn His Leu Asn 
290 295 300 

Phe Asn Lys Asn Asp Val lie Thr Val Leu Glu Gin Gin Asp Met Trp 
305 310 315 320 



Trp Phe Gly Glu Val Gin Gly Gin Lys Gly Trp Phe Pro Lys Ser Tyr 
325 330 335 



Val Lys Leu lie Ser Gly Pro lie Arg Lys Ser Thr Ser Met Asp Ser 
340 345 350 



Gly Ser Ser Glu 
355 

Ala Lys Pro Val 
370 

Tyr Thr Ala Thr 
385 

lie Leu lie Arg 



Gin Ala Arg Gly 
420 

Val Lys Leu Leu 
435 

Pro Lys Ser Thr 
450 

Asp Tyr Thr Ala 
465 

lie lie Asn Val 



Val Asn Gly Gin 
500 



Ser Pro Ala Ser 
360 

Val Ser Gly Glu 
375 

Gly Pro Glu Gin 
390 

Lys Lys Asn Pro 
405 

Lys Lys Arg Gin 



Ser Pro Gly Thr 
440 

Ala Leu Ala Ala 
455 

Gin Asn Asp Asp 
470 

Leu Asn Lys Glu 
485 

Val Gly Leu Phe 



Leu Lys Arg Val 



Glu He Ala Gin 
380 

Leu Thr Leu Ala 
395 

Gly Gly Trp Trp 
410 

He Gly Trp Phe 
425 

Ser Lys He Thr 



Val Cys Gin Val 
460 

Glu Leu Ala Phe 
475 

Asp Pro Asp Trp 
490 

Pro Ser Asn Tyr 
505 



Ala Ser Pro Ala 
365 

Val He Ala Ser 



Pro Gly Gin Leu 
400 

Glu Gly Glu Leu 
415 

Pro Ala Asn Tyr 
430 

Pro Thr Glu Pro 
445 

He Gly Met Tyr 



Asn Lys Gly Gin 
480 

Trp Lys Gly Glu 
495 

Val Lys Leu Thr 
510 



Thr Asp Met Asp Pro Ser Gin Gin 
515 520 



